Mpanc-nncT nabopaTopHbIX aHAN30B

Ha3saHune aHanu3a Kop LeHa (B)
13C-ypea3Hbi AblXxaTesnbHbll TECT Ha onpeneneHue Helicobacter pylori 07-169 2600.0
17-rngpokcunporectepoH (17-0Mr) 08-003 930.0
17-keTocTepounbl (17-KC) B move 08-088 1970.0
17-keTtocTepounpbl (17-KC) B Mo4ye (pa3BepHyTbI) 08-001 2950.0
4 obs3aTeNbHbIX aHann3a 40-117 1000.0
4 oba3aTeNbHbIX aHa/N3a, 3KCnpecc 40-001 1940.0
8-OH-pe30KcuryaHosnH B Kposu 06-186 3420.0
Adenovirus F40/F41 (knwe4yHble Tunel Bupyca), OHK [pean-Tanm MLUP] 09-157 1555.0
Adenovirus, OHK [pean-Tanm MLUP] 09-066 635.0
Adenovirus, MMyHodOOpecLeHLns 10-034 1290.0
Anaplasma phagocytophilum, OHK [pean-Tanm MLUP] 09-036 1120.0
Anisakis, 19G 07-133 865.0
Anti-Bordetella pertussis, anti-Bordetella parapertussis 07-086 1190.0
Anti-Brucella spp. 07-223 350.0
Anti-HAV, 1gG 07-164 850.0
Anti-HAV, IgM 07-002 1140.0
anti-HAV, aHTuTena 07-143 1180.0
Anti-HBc, IgM 07-004 1140.0
Anti-HBc, aHTnTena 07-005 870.0
Anti-HBe, aHTuTena 07-111 850.0
Anti-HBs, aHTuTena 07-007 870.0
anti-HCV, IgM 07-174 685.0
anti-HCV, aHTuTena 07-009 760.0
anti-HCV, antutena, NOA 07-101 750.0
Anti-HDV, IgM 07-148 910.0
Anti-HDV, aHTnTena 07-071 910.0
anti-HEV, 1gG 07-175 1025.0
Anti-HEV, IgM 07-074 1100.0
anti-Salmonella, onpepeneHne aHTnTen K ceposapam A, B, C1, C2,D, E 07-099 885.0




Ha3BaHune aHann3a Kon LleHa (R)
Anti-Shigella flexneri 1-5, anti-Shigella flexneri 6, anti-Shigella sonnei 07-107 750.0
Anti-Treponema pallidum, 19G (uMMyHO610T) 07-156 3085.0
Anti-Treponema pallidum, IgM (nMMyHO610T) 07-157 3085.0
Ascaris lumbricoides, IgG 07-123 1145.0
Aspergillus fumigatus, 1gG 07-011 780.0
Bordetella pertussis, IgA 07-150 1835.0
Bordetella pertussis, IgA, KONN4YeCTBEHHO 07-226 985.0
Bordetella pertussis, 1gG 07-152 1050.0
Bordetella pertussis, IgM 07-151 1030.0
Bordetella pertussis, AHK [pean-Tanm MLP] 09-038 790.0
Borrelia burgdorferi, IgG, Tutp 07-064 945.0
Borrelia burgdorferi, IgM, Tutp 07-062 950.0
Borrelia burgdorferi s.l., AHK [pean-Tanm MLP] 09-039 550.0
Brucella, I1gG 07-199 820.0
Brucella, IgA 07-198 760.0
CA 125 08-004 1050.0
CA 15-3 08-005 1030.0
CA 19-9 08-006 1065.0
CA 242 08-105 1110.0
CA72-4 08-007 1495.0
Candida albicans, IgA 07-194 740.0
Candida albicans, I1gG 07-012 875.0
Candida albicans, IgM 07-195 7900.0
Candida albicans, OHK [pean-Taim MLP] 09-001 450.0
CD4+ T-numdounTsl, % 1 abcontoTHoe konnyecTso (T-xennepsbl, CD4+ T-cells, Percent 20-080 2560.0
and Absolute)

Chlamydia pneumoniae, IgA 07-098 825.0
Chlamydia pneumoniae, IgG 07-077 745.0
Chlamydia pneumoniae, IgM 07-076 760.0
Chlamydia pneumoniae, OHK [pean-Tanm MLP] 09-067 690.0
Chlamydia psittaci, IgA 07-166 1965.0




Ha3BaHune aHann3a Kon LleHa (R)
Chlamydia psittaci, IgG 07-168 1965.0
Chlamydia psittaci, IgM 07-167 1965.0
Chlamydia trachomatis, IgA 07-013 835.0
Chlamydia trachomatis, I1gG 07-014 840.0
Chlamydia trachomatis, IgM 07-015 750.0
Chlamydia trachomatis, OHK, konn4ecTBeHHO [pean-Tanm MLP] 09-190 625.0
Chlamydia trachomatis, AHK [pean-Tanm MLUP] 09-002 460.0
Clonorchis sinensis, 1gG 07-140 1095.0
Corynebacterium diphtheriae, anTutena 07-110 900.0
Coxsackievirus, IgM 07-191 2625.0
Cytomegalovirus, IgA 07-185 502.0
Cytomegalovirus, 1gG 07-017 740.0
Cytomegalovirus, IgM 07-018 915.0
Cytomegalovirus, OHK, konn4ectBeHHo [pean-Ttanm MLP] 09-164 520.0
Cytomegalovirus, OHK [pean-Tanm MLP] 09-003 350.0
Cytomegalovirus npeapaHHun 6enok IEA, IgM, I1gG 07-016 1325.0
D-oumep 03-001 1800.0
Echinococcus, IgG 07-019 945.0
Ehrlichia chaffeensis, QHK [pean-Tanm IMLUP] 09-040 1030.0
Entamoeba histolytica, IgG 07-158 1160.0
Enterovirus, PHK [pean-Tanm MLP] 09-075 725.0
Epstein Barr Virus, OHK [pean-Tanm MLP] 09-006 460.0
Epstein Barr Virus, OAHK [pean-Tanm MLUP], konn4yecTBeHHO 09-181 560.0
Epstein Barr Virus kancugHbin 6enok (VCA), IgG 07-124 930.0
Epstein Barr Virus kancuaHbiin 6enok (VCA), IgM 07-020 800.0
Epstein Barr Virus paHHune aHTurensl (EA), IgG 07-021 900.0
Epstein Barr Virus agepHbin aHTured (EBNA), 19G (KonimyecTBeHHO) 07-022 750.0
Fasciola hepatica, IgG (AHTUTena K Ne4YeHOo4HbIM cocablmkaM, IgG) 07-189 1639.0
FISH-aHanun3 peneuunn 12p 18-113 10840.0
FISH-anann3 peneuunn 20q 18-114 10840.0
FISH-aHanun3 geneunn TP53 reHa 18-115 10840.0




Ha3BaHune aHann3a Kon LleHa (R)
FISH-aHann3 pns anarHOCTUKU MM OMbI 30HbI MAaHTUN 12-196 58164.0
FISH-aHann3 ons gnarHoCTUKW HenpobnacToMebl 12-195 58164.0
FISH-aHanu3 ons AnarHOCTUKU capkombl FOMHrra 12-193 58164.0
FISH-aHanu3 ans AnarHOCTUKN CUHOBMASIbHON CapKOMbI 12-194 58164.0
FISH-aHann3 moHocoMmumn, geneumn 13-n xpomocomsbl - (del(13),-13) 18-116 10840.0
FISH-aHann3 nepectpoek 3q 18-117 10840.0
FISH-aHann3 nepecTtpoek 5-i XpOMOCOMbI 18-118 10840.0
FISH-aHann3 nepecTpoek 7- XpOMOCOMbI 18-119 10870.0
FISH-aHann3 nepectpoek ATM reHa 18-120 10840.0
FISH-aHanns nepectpoek BCL2 reHa 18-121 10840.0
(t(14;18)(q32;921)t(2;18)(p11;921)t(18;22)(q21;911))

FISH-aHann3 nepectpoek IGH reHa 18-122 10870.0
FISH-aHann3 nepecTtpoek MLL-reHa 18-123 10840.0
FISH-aHann3 nepectpoek MYC reHa (t(8;14)(q24;932)t(2;8)(p11;924)t(8 ;22)(924;911)) 18-124 10650.0
FISH-aHann3 nepectpoek reHa BCL-6 (der(3)(g27) 18-127 10840.0
FISH-aHann3 nepectpoek reHa PDGFRa 18-125 10840.0
FISH-aHann3 nepectpoek reHa PDGFRB 18-126 10840.0
FISH-aHanns3 TpaHcnokauun t(11;14)(ql3;932) 18-128 10840.0
FISH-aHann3 TpaHcnokauunm £(11;18)(g21;921) 18-129 10840.0
FISH-aHann3 TpaHcnokauun t(14;16)(IGH/MAFB) 18-130 10840.0
FISH-aHann3 TpaHcnokauun t(2;5)(p23;935) 18-131 10840.0
FISH-aHann3 TpaHcnokauun t(4;14)(pl6;932) 18-132 10840.0
FISH-aHann3 Tpncomum 12-n xpomocomsl (+ 12) 18-133 10840.0
FISH-rnbpmnansaums in situ (HER-2/neu) 12-192 58164.0
FISH-nccneposaHue anga audpepeHunanbHON OMarHoCTUKN 12-052 33460.0
FISH-nccneposaHue anga audpepeHumnanbHON AMarHoCTUKn 12-272 72897.0
FOX (Food Xplorer), onpeneneHue cneunguyeckux IgG Kk 287 nuiiesbiM NpooyKTam 21-1069 36000.0
Gardnerella vaginalis, AHK [pean-Tanm MLUP] 09-007 450.0
Giardia lamblia, IgM 07-125 690.0
Giardia lamblia, aHTurex 07-126 1115.0
Giardia lamblia, cymmapHble aHTUTENA 07-023 855.0




Ha3BaHune aHann3a Kon LleHa (R)
HAV, PHK [pean-Tanm MLP] 09-060 1280.0
HBeAg 07-024 875.0
HBsAg 07-025 670.0
HBsAg, Kosin4yeCcTBEHHO 07-200 1860.0
HBV, OHK konnyecTtBeHHO [pean-Tanm MLP] 09-009 4425.0
HBV, OHK [pean-Taim MLP] 09-008 730.0
HCV, reHoTunupoBaHue (Tunel la, 1b, 2, 3a, 4), PHK [pean-Tanm MLUP] 09-010 1570.0
HCV, PHK Ko/in4eCcTBEHHO, BbICOKOYYBCTBUTENbHbIN MeToA [pean-Tanm MMLP] 09-160 8910.0
HCV, PHK konnyectBeHHO [pean-Tanm MMLP] 09-012 3405.0
HCV, PHK [pean-Tanm MMLUP] 09-011 930.0
HDV, PHK [MLUP] 09-046 890.0
HE4 08-137 1485.0
Helicobacter pylori, IgA 07-027 975.0
Helicobacter pylori, IgG (Konn4yecTBeHHO) 07-028 745.0
Helicobacter pylori, IgM 07-141 1040.0
Helicobacter pylori, aHTureHn 07-127 1135.0
Helicobacter pylori, OHK [pean-Tanm MLP] 09-053 790.0
Herpes simplex virus 1/2, IgA 07-184 1402.0
Herpes Simplex Virus 1/2, IgG 07-030 825.0
Herpes Simplex Virus 1/2, IgM 07-031 790.0
Herpes Simplex Virus 1/2, OHK [pean-Tanm MLP] 09-013 500.0
Herpes Simplex Virus 1/2, nmmyHodtoopecLeHuuns 10-033 1535.0
Herpes Simplex Virus 1, 1gG 07-134 870.0
Herpes Simplex Virus 1, IgM 07-136 870.0
Herpes Simplex Virus 1, AHK [pean-Tanm MLUP] 09-151 370.0
Herpes Simplex Virus 2, IgG 07-135 750.0
Herpes Simplex Virus 2, IgM 07-137 750.0
Herpes Simplex Virus 2, AHK [pean-Tanm MLUP] 09-152 370.0
HGV, PHK [MUP] 09-063 985.0
HIV 1, 2 Ag/Ab Combo (onpeaeneHune aHTuTen K BUY Tunos 1 n 2 n aHtureHa p24) 07-032 605.0
Human Herpes Virus 6, IgG 07-082 885.0




Ha3BaHune aHann3a Kon LleHa (R)
Human Herpes Virus 6, OHK [pean-Tanm MLUP] 09-015 540.0
Human Herpes Virus 6, LHK [pean-Tanm MLUP], konn4ecTBeHHO 09-182 545.0
Human Herpes Virus 7, OHK [pean-Tanm MLUP] 09-016 485.0
Human Herpes Virus 8, I1gG 07-204 1140.0
Human Herpes Virus 8, AHK [pean-Tanm MLUP] 09-084 545.0
Human Papillomavirus 16/18 (HPV 16/18), AHK (BbisiBNeHne, reHOTMNMPOBaHNE N 09-155 690.0
KOJIN4eCTBEHHOE onpeaesieHne

Human Papillomavirus 16/18 (HPV 16/18), AHK [pean-Tanm MLP] 09-018 670.0
Human Papillomavirus 16 (HPV 16), AHK [pean-Tanm MLP] 09-148 450.0
Human Papillomavirus 18 (HPV 18), AHK [pean-Tanm MLP] 09-149 450.0
Human Papillomavirus 31/33 (HPV 31/33), AHK [pean-Tanm MLP] 09-019 600.0
Human Papillomavirus 6/11 (HPV 6/11), OHK [pean-Tanm MLUP] 09-020 570.0
Human Papillomavirus (HPV) BbICOKOro KaHL,EPOreHHOIro pMckKa - CKPUHMHIoBOE 09-170 2580.0
onpeneneHue reHotTunos (31, 3

Human Papillomavirus BbICOKOro KaHLUeporeHHoro pucka (16, 18, 31, 33, 35, 39, 45, 51, 09-106 1195.0
52, 56, 58, 59),

Human Papillomavirus BbICOKOro KaHLeporeHHoro pucka (16, 18, 31, 33, 35, 39, 45, 51, 09-184 1330.0
52, 56, 58, 59,

Human Papillomavirus BbICOKOro KaHUeporeHHoro pucka (16, 18, 31, 33, 35, 39, 45, 51, 09-177 7035.0
52, 56, 58, 59,

Human Papillomavirus BbICOKOro KaHueporeHHoro pucka (16, 18, 31, 33, 35, 39, 45, 51, 09-183 1190.0
52, 56, 58, 59,

Human Papillomavirus Huskoro (HPV 6, 11, 44) n Bbicokoro (HPV 16, 18, 26, 31, 33, 35, 09-140 2600.0
39, 45, 51, 52,

Human respiratory syncytial virus, IgG 07-155 1030.0
Human respiratory syncytial virus, IgM 07-154 1395.0
Influenza virus A/B (Bupychl rpunna A/B), PHK [pean-Ttanm MNMUP] 09-120 1850.0
Ki-mapkep nponucepaTUBHON aKTUBHOCTHU 12-125 10170.0
Legionella pneumophila, aHTnTena 07-171 1500.0
Leishmania infantum, antuTena (IgG + IgM) 07-190 1295.0
Leptospira, OHK [pean-Tanm MLUP] 09-043 1200.0
MAR-TecT (onpeneneHmne Haan4ma aHTUCNepMasbHbIX aHTUTEN Knacca IgA, 1gG) 02-052 4400.0
MCA (MyunHonogo6bHbIN pako-acCoLMMPOBAHHbLIA aHTUMEeH) 08-091 2125.0




Ha3BaHune aHann3a Kon LleHa (R)
Mumps Virus, IgG 07-097 930.0
Mumps Virus, IgM 07-096 920.0
Mycobacterium tuberculosis complex, OHK [pean-Tanm MLP] 09-023 575.0
Mycobacterium tuberculosis, aHTuTena 07-034 1960.0
Mycobacterium tuberculosis, OHK [pean-Tanm MLP] 09-022 560.0
Mycoplasma genitalium, OHK, konnyectBeHHO [pean-Tanm MLP] 09-187 625.0
Mycoplasma genitalium, OHK [pean-Tanm MLP] 09-025 670.0
Mycoplasma hominis, IgA 07-035 865.0
Mycoplasma hominis, 19G, TUTp 07-036 685.0
Mycoplasma hominis, IgM 07-147 660.0
Mycoplasma hominis, AHK, konnyecTBeHHO [pean-Tanm MLP] 09-163 570.0
Mycoplasma hominis, OHK [pean-Taim MLP] 09-026 450.0
Mycoplasma pneumoniae, IgA 07-079 790.0
Mycoplasma pneumoniae, 1gG 07-080 745.0
Mycoplasma pneumoniae, IgM 07-078 720.0
Mycoplasma pneumoniae, OHK [pean-Tanm MLLP] 09-071 615.0
Mycoplasma spp., AHK [pean-Tanm MLP] 09-121 680.0
Neisseria gonorrhoeae, OHK, konnyectBeHHo [pean-Tanm MLP] 09-188 625.0
Neisseria gonorrhoeae, AHK [pean-Tanm [LP] 09-027 470.0
Neisseria meningitidis, aHTnTena 07-106 1900.0
Norovirus Il, PHK [pean-Tanm MLP] 09-158 1470.0
NT-proBNP (konnyecTBeHHO) 06-157 3850.0
N-OcTeokanbLunH (Mapkep KOCTHOFO pemMoaeIMpoBaHmns) 06-002 1170.0
Opisthorchis, 19G 07-037 1075.0
Opisthorchis, IgM 07-186 890.0
Parvovirus B19, IgG 07-196 1100.0
Parvovirus B19, IgM 07-197 1465.0
Parvovirus B19, OHK [pean-Tanm MLP] 09-138 710.0
Pereves 40-536 8100.0
Plasmodium spp., Plasmodium falciparum, Plasmodium vivax, OHK [pean-Taim MLP] 09-195 5070.0
Pyrilinks-D (Mapkep pe3opbuunn KOCTHOK TKaHW) 06-075 1280.0




Ha3BaHune aHann3a Kon LleHa (R)
Rotavirus A, PHK [pean-Tanm MLP] 09-097 1450.0
Rotavirus, aHTurer 07-128 830.0
Salmonella species, OHK [pean-Tanm TMLP] 09-100 1450.0
Schistosoma mansoni, IgG (AHTUTenNa K wncrtocomam, IgG) 07-188 980.0
Shigella n aHTepounHBa3mBHbIe WTamMmbl E. coli, AHK [pean-Tanm MLP] 09-102 1155.0
Streptococcus agalactiae (remMmoANTMYHECKNA CTPENTOKOKK rpynnsl B), aHTureH 07-219 1130.0
Streptococcus agalactiae, AHK [pean-Tanm MLUP] 09-203 1870.0
Streptococcus pneumoniae, OHK [pean-Tanm MLP] 09-074 840.0
Streptococcus pyogenes, OHK [pean-Ttanm MLUP] 09-065 560.0
Strongyloides stercoralis, 1gG 07-159 1450.0
Taenia solium, 1gG (aHTUTena K LUCTULLEPKAM CBUHOIo uenHs4, IgG) 07-132 1060.0
TB-hepoHOoBbLIN TecT (AnarHocTuka Tybepkynesa, TB-Feron IGRA) 07-227 7035.0
Toxocara, 1gG, TnTp 07-043 700.0
Toxoplasma gondii, IgG (konn4yecTBeHHO) 07-044 710.0
Toxoplasma gondii, IgM 07-046 900.0
Toxoplasma gondii, IgA 07-138 620.0
Toxoplasma gondii, AHK [pean-Tanm MMLUP] 09-068 600.0
Treponema pallidum, I1gG B nnukBope 07-070 1190.0
Treponema pallidum, IgG, TnTp 07-047 700.0
Treponema pallidum, IgM, Tutp 07-048 980.0
Treponema pallidum, aHTuTena 07-049 760.0
Treponema pallidum, aHTntena, NOA 07-102 350.0
Treponema pallidum, OHK [pean-Tanm MLUP] 09-113 490.0
Trichinella, 1gG 07-050 680.0
Trichomonas vaginalis, 1gG, TuTp 07-051 865.0
Trichomonas vaginalis, IHK, konnyecTtBeHHo [pean-Tanm MLP] 09-189 625.0
Trichomonas vaginalis, AHK [pean-Tanm MMLP] 09-030 450.0
Tumor Marker 2 (TM 2) - nupyBaTKMHa3a 08-090 2215.0
T-Uptake (TMpOKCUH-CBA3bIBalOLLAA CNOCOBHOCTD) 08-144 1180.0
Ureaplasma parvum, OHK konndecTBeHHO [pean-Tanm MLP] 09-175 550.0
Ureaplasma parvum, OHK [pean-Tanm MLUP] 09-031 350.0




Ha3BaHune aHann3a Kon LleHa (R)
Ureaplasma species, JHK konnyectBeHHo [pean-Tanm MLP] 09-114 485.0
Ureaplasma species, OHK [pean-Tanm MLP] 09-095 460.0
Ureaplasma urealyticum, IgA 07-052 795.0
Ureaplasma urealyticum, I1gG, Tutp 07-053 795.0
Ureaplasma urealyticum, OHK konnyecTBeHHO [pean-Tanm MMLP] 09-176 625.0
Ureaplasma urealyticum, OHK [pean-Tanm MLP] 09-032 350.0
Varicella Zoster Virus, IgA 07-193 950.0
Varicella Zoster Virus, 1gG 07-054 955.0
Varicella Zoster Virus, IgM 07-055 1060.0
Varicella Zoster Virus, OHK [pean-Tanm MMLP] 09-123 450.0
Yersinia enterocolitica, AHK [pean-Tanm MLP] 09-150 1330.0
Yersinia enterocolitica (cepotunsl 0:3, 0:9), PHF'A 07-145 1460.0
Yersinia pseudotuberculosis, Yersinia enterocolitica, IgG, ka4yecTBeHHO 07-116 850.0
Yersinia pseudotuberculosis, Yersinia enterocolitica, IgM, ka4yecTBeHHO 07-115 645.0
Yersinia pseudotuberculosis, Yersinia enterocolitica, IgA, Ka4eCTBEHHO 07-114 850.0
Yersinia pseudotuberculosis, AHK [pean-Taim MLP] 09-101 605.0
Yersinia pseudotuberculosis, PHI'A 07-144 660.0
ApoyuuH 1 (anbga) (ADD1). BeissneHne myTtaummn G1378T (Gly460Trp) 18-027 900.0
ALPEHOKOPTUKOTPOMHLIN FropMoH (AKTT) 08-012 1130.0
AKTUBMPOBaAHHOE YaCcTMYHOe TpombonnacTuHooe Bpems (AHTB) 03-003 390.0
AkTMBUpoBaHHble nnmMaounTbl (CD3+HLA-DR+, CD3-HLA DR+) 20-078 3250.0
Akumnsa «3Heprus. Cuna. KpacoTta» 43-6244 3500.0
AnaHnHammHoTpaHcdhepasa (AJIT) 06-003 320.0
AnnepreH c100 - npunokaunH/umnTaHecT, IgE 21-609 999.0
AnnepreH c122 - HUCTaTuH, IgE, UOA 21-843 1580.0
AnnepreH cl - neHuumnnnH G, IgE 21-062 730.0
AnnepreH cl - neHnumnanH G, IgE (ImmunoCAP) 21-853 1780.0
AnnepreH cl - neHuymnH G, IgG 21-322 730.0
AnnepreH c203 - amnuunnnuH, IgE 21-018 730.0
AnnepreH c203 - amnuuwnininH, 1IgG 21-278 730.0
AnnepreH c204 - amokcunumnnui, IgE 21-017 730.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH c204 - amokcmumnnui, IgG 21-277 730.0
AnnepreH c210 - TeTpakaunH/ankauH, IgE 21-611 999.0
AnnepreH c2 - neHnumnnvH V, Igk 21-258 730.0
AnnepreH c2 - neHuunnnuHd V, Ige (ImmunoCAP) 21-799 1270.0
AnnepreH c2 - neHnumnavH V, 1gG 21-517 730.0
AnnepreH c308 - yedypokcum, IgE, NOA 21-844 1580.0
AnnepreH c68 - apTukanH/ynbTpakauvH, IgE 21-604 999.0
AnnepreH c6 - amokcuumnnuH, Ige (ImmunoCAP) 21-801 1530.0
AnnepreH c73 - MHCY/IMH YenoBeYveckui, IgE 21-261 730.0
AnnepreH c73 - MHCYINH YenoBeveckuid, IgE (ImmunoCAP) 21-802 1040.0
AnnepreH c74 - xxenatuH koposun, IgE (ImmunoCAP) 21-781 2850.0
AnnepreH c82 - nngokaunH/kcuiokavH, IgE 21-606 1000.0
AnnepreH c83 - npokanH/HOBOKauH, IgE 21-607 999.0
AnnepreH c86 - 6eH3okauH, IgE 21-608 999.0
AnnepreH c88 - MenuBakauH/nosokauH, IgE 21-605 999.0
AnnepreH c89 - 6ynmBakanH/aHeKanH/mMapkauH, IgE 21-610 999.0
AnnepreH c8 - xnoprekcngut, Ige (ImmunoCAP) 21-803 1040.0
AnnepreH d1 - knew, gomawHen nbian Dermatophagoides pteronyssinus, IgE 21-678 1040.0
(ImmunoCAP)

AnnepreH d2 - knew, gomawiHen nolan Dermatophagoides farinae, IgE (ImmunoCAP) 21-631 1040.0
AnnepreH d2 - nupornndpunaHein Knew, Dermatophagoides farinae, IgG 21-324 730.0
AnnepreH d3 - knew, gomaluHen noian Dermatophagoides microceras, IgE (ImmunoCAP) 21-854 1270.0
AnnepreH d74 - knew, goMawHen noinm Euroglyphus maynei, IgE (ImmunoCAP) 21-855 1270.0
AnnepreH d74 - knew, goMawHen neinm Euroglyphus maynei, IgE, N®A 21-1063 730.0
AnnepreH el - anutenun n nepxoTb Kowku, IgE (ImmunoCAP) 21-620 1040.0
AnnepreH el - anutennn Kowkwu, IgG 21-345 730.0
AnnepreH €200 - nOMET KaHapeinku, IgE (ImmunoCAP) 21-994 1040.0
AnnepreH e201 - kaHapeWKa, nepo, IgE (ImmunoCAP) 21-804 1040.0
AnnepreH e201 - nepo KaHapenku, IgE 21-182 730.0
AnnepreH €206 - NpoOTeNHbI CbIBOPOTKU Kposunka, IgE (ImmunoCAP) 21-995 1040.0
AnnepreH €208 - anntenun wuHwunnel, Ige (ImmunoCAP) 21-996 1040.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH €211 - npoTenHbl MO4YM Kpoauka, IgE (ImmunoCAP) 21-997 1040.0
AnnepreH €213 - nepo nonyras, IgE (ImmunoCAP) 21-693 1430.0
AnnepreH e213 - nepo nonyras »ako, IgE, NOA 21-1060 730.0
AnnepreH e215 - nepo rony6s, IgE (ImmunoCAP) 21-998 1040.0
AnnepreH e217 - anuTtenun xopbka, IgE (ImmunoCAP) 21-999 1040.0
AnnepreH €218 - noMéT Kypuubl, IgE (ImmunoCAP) 21-1000 1040.0
AnnepreH e219 - NpoTeNHbI CbIBOPOTKU Kypuubl, IgE 21-191 730.0
AnnepreH e2 - anntenun cobaku, Igg, NOA 21-753 999.0
AnnepreH e2 - anutenun cobaku, IgG 21-346 730.0
AnnepreH e3 - nepxoTb siowaau, IgE 21-192 730.0
AnnepreH e3 - nepxoTb fowaawu, IgE (ImmunoCAP) 21-805 1040.0
AnnepreH e3 - nepxoTb siowagu, IgG 21-451 730.0
AnnepreH e4 - nepxoTb KOpOBLI, IgE 21-184 730.0
AnnepreH e5 - nepxoTb cobaku, IgE (ImmunoCAP) 21-621 1040.0
AnnepreH e6 - annTennn Mopckon cBMHKKU, IgE (ImmunoCAP) 21-729 1050.0
AnnepreH e70 - nepo rycs, IgE (ImmunoCAP) 21-691 1490.0
AnnepreH e71 - anutennin meiwn, Ige (ImmunoCAP) 21-1046 1040.0
AnnepreH e71 - anutenunii meiwn, Ige, NGA 21-1054 1135.0
AnnepreH €72 - npoTenHbl Mo4un MbiwK, IgE (ImmunoCAP) 21-987 1040.0
AnnepreH e73 - anutennn kpbicbl, IgE (IMmunoCAP) 21-988 1040.0
AnnepreH e74 - mo4a Kpsblichl, IgE 21-187 730.0
AnnepreH e74 - npoTeunHbl Mo4u KpbicChl, IgE (ImmunoCAP) 21-989 1040.0
AnnepreH €75 - NpoTenHbl CbIBOPOTKM KpbiCbl, IgE (ImmunoCAP) 21-990 1040.0
AnnepreH €76 - NpoTenHbl CbIBOPOTKN MbiwK, IgE (ImmunoCAP) 21-991 1040.0
AnnepreH €77 - NOMeT BOJIHUCTOro nonyran4uka, Ige (ImmunoCAP) 21-856 1040.0
AnnepreH €78 - nepo BosHUCTOro nonyras, Igg, MOA 21-754 999.0
AnnepreH e7 - ronybuHbii nomeT, IgE 21-179 730.0
AnnepreH e80 - anutenui kosbl, IgE 21-183 730.0
AnnepreH €80 - anutennn ko3bl, IgE (ImmunoCAP) 21-857 1040.0
AnnepreH e81 - anutenunn osubl, IgE 21-198 730.0
AnnepreH e81 - anuTtenun oBubl, IgE (ImMmunoCAP) 21-858 1270.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH e81 - anuTennn oBubl, IgG 21-457 730.0
AnnepreH €82 - Kponuk, anutenun, Ige (ImmunoCAP) 21-782 1040.0
AnnepreH e82 - anutennn kponuka, Ige, NOA 21-755 999.0
AnnepreH e83 - anutenuin ceuHbK, IgE 21-201 730.0
AnnepreH €83 - anutennii cenHbK, IgE (ImmunoCAP) 21-992 1040.0
AnnepreH e84 - xomsak, anutenunn, Ige (ImmunoCAP) 21-783 1270.0
AnnepreH e84 - anuTennn xomska, Igg, NOA 21-756 999.0
AnnepreH e85 - nepo kypuubl, IgE (ImmunoCAP) 21-626 1040.0
AnnepreH e86 - nepo yTku, IgE (ImmunoCAP) 21-692 1040.0
AnnepreH e87 - kpbica, IgE 21-186 730.0
AnnepreH e88 - Mbiwwb, IgE 21-194 730.0
AnnepreH €89 - nepo nHaernku, Ige (ImmunoCAP) 21-859 1040.0
AnnepreH e91 - nepo nonyras, IgG 21-458 730.0
AnnepreH f105 - wokonag, IgE 21-084 730.0
AnnepreH f105 - wokonag, IgE, NOA 21-757 999.0
AnnepreH f105 - wokonag, I1gG 21-344 730.0
AnnepreH f10 - kKyHXyT, IgE 21-120 730.0
AnnepreH f10 - kyHXyT, IgG 21-379 730.0
AnnepreH f10 - KyHXyT / Sesamum indicum, IgE (ImmunoCAP) 21-806 1040.0
AnnepreH fl11 - rpe4nxa, rpedyHesas myka, IgE (ImmunoCAP) 21-635 1040.0
AnnepreH f11 - rpeyHeBas Mmyka, IgE 21-029 730.0
AnnepreH fl1 - rpe4yHeBas Myka, IgG 21-289 730.0
AnnepreH f12 - ropox, IgE (ImmunoCAP) 21-784 1040.0
AnnepreH f12 - 3eneHbin ropowek, IgE 21-034 730.0
AnnepreH f12 - 3eneHbi ropoek, IgG 21-294 730.0
AnnepreH f13 - apaxuc, IgE (ImmunoCAP) 21-733 1040.0
AnnepreH f13 - apaxuc, 19G 21-281 730.0
AnnepreH f147 - kambana peyHas, IgE (ImmunoCAP) 21-935 1040.0
AnnepreH f14 - coeBble 606bI, IgE 21-074 730.0
AnnepreH f14 - coesble 606bI, IgG 21-334 730.0
AnnepreH f14 - cos, IgE (ImmunoCAP) 21-677 1040.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH f15 - paconb, IgE (ImmunoCAP) 21-785 1040.0
AnnepreH f15 - chaconb 6enasq, IgE 21-122 730.0
AnnepreH f15 - chaconb 6enasg, IgG 21-381 730.0
AnnepreH f161 - Mono4yHas CbiIBOPOTKa, IgE 21-095 730.0
AnnepreH f17 - pyHayk, IgE (ImmunoCAP) 21-786 1040.0
AnnepreH f17 - pyHAyK, IgE, NDA 21-758 999.0
AnnepreH f17 - pyHAOyK, 1gG 21-342 730.0
AnnepreH fl - an4HbIn 6enok, IgE 21-088 730.0
AnnepreH fl - AanyHbIn 6enok, IgE (ImmunoCAP) 21-624 1040.0
AnnepreH fl - anyHbii 6enok, 1gG 21-348 730.0
AnnepreH f201 - opex nekaH, IgE (ImmunoCAP) 21-860 1040.0
AnnepreH f202 - opex kewbto, IgE 21-128 730.0
AnnepreH f202 - opex kewbto, IgE (ImmunoCAP) 21-861 1270.0
AnnepreH f202 - opex kewblto, 1gG 21-387 730.0
AnnepreH f203 - ¢ncTtawkn, IgE (ImmunoCAP) 21-862 1040.0
AnnepreH f203 - ¢ucTawkoBble opexu, IgE 21-130 730.0
AnnepreH f203 - ¢pucTawkosbie opexu, IgG 21-389 730.0
AnnepreH f204 - ¢popensb, IgE (ImmunoCAP) 21-641 1040.0
AnnepreH f204 - dopens, IgG 21-341 730.0
AnnepreH f205 - cenbgb, IgE (ImmunoCAP) 21-863 1270.0
AnnepreH f206 - ckymbpus, IgE (ImmunoCAP) 21-864 1040.0
AnnepreH f207 - monntock, IgE (ImmunoCAP) 21-865 1040.0
AnnepreH f208 - nanmoH, IgE 21-051 730.0
AnnepreH f208 - anmoH, IgE (ImmunoCAP) 21-651 1040.0
AnnepreH f208 - numoH, IgG 21-311 730.0
AnnepreH f209 - rpenndpyT / Citrus paradisi, IgE (ImmunoCAP) 21-808 1040.0
AnnepreH f209 - rpenndpyT, IgE 21-027 730.0
AnnepreH f209 - rpenndpyT, I1gG 21-287 730.0
AnnepreH f20 - muHgans, IgE 21-055 730.0
AnnepreH f20 - muHgans, IgE (ImmunoCAP) 21-807 2230.0
AnnepreH f20 - MmuHgans, IgG 21-315 730.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH f210 - aHaHac / Ananas comosus, IgE (ImmunoCAP) 21-809 1040.0
AnnepreH f210 - aHaHac, IgE 21-019 730.0
AnnepreH f210 - aHaHac, 1gG 21-279 730.0
AnnepreH f211 - exxeBuka, IgE (ImmunoCAP) 21-866 1040.0
AnnepreH f212 - rpubsl (wamMmnuHboHbI), IgE (ImmunoCAP) 21-787 1270.0
AnnepreH f212 - wamMnuHboHbI, IgE 21-111 730.0
AnnepreH f212 - wamMnnHboHsI, IgG 21-370 730.0
AnnepreH f213 - maco kponuka, IgE (ImmunoCAP) 21-810 1270.0
AnnepreH f214 - wnuHaT, IgE 21-142 730.0
AnnepreH f214 - wnuHaT, IgE (ImmunoCAP) 21-811 1040.0
AnnepreH f214 - wnuHarT, IgG 21-401 730.0
AnnepreH f215 - canaT-naTtyk, IgE (ImmunoCAP) 21-867 1040.0
AnnepreH f216 - kanycTa 6enoko4vaHHas, IgE (ImmunoCAP) 21-812 1040.0
AnnepreH f216 - kanycTa ko4aHHas, IgE 21-036 730.0
AnnepreH f216 - kanycTa Ko4aHHas, 1gG 21-296 730.0
AnnepreH f217 - 6ptoccenbckas kanycTa, IgE (ImmunoCAP) 21-868 1040.0
AnnepreH f217 - kanycTa bptoccenbckas, IgE 21-136 730.0
AnnepreH f217 - kanycTa bptoccenbckas, 1gG 21-395 730.0
AnnepreH f218 - nanpuka, cnagkun neped, IgE (ImmunoCAP) 21-788 1270.0
AnnepreH f218 - nepey kpacHbIi (Nanpuka), IgE 21-155 730.0
AnnepreH f218 - nepey kpacHbIM (Nanpuka), 1gG 21-414 730.0
AnnepreH f220 - kopuua, IgE (ImmunoCAP) 21-936 1990.0
AnnepreH f221 - 3epHa kode, IgE (ImmunoCAP) 21-696 1270.0
AnnepreH f221 - koge, IgE 21-045 730.0
AnnepreH f221 - kode, 19gG 21-305 730.0
AnnepreH f222 - yan, IgE (ImmunoCAP) 21-813 1270.0
AnnepreH f224 - cemeHa Maka, IgE (ImmunoCAP) 21-814 1040.0
AnnepreH f225 - TbikBa, IgE (ImmunoCAP) 21-653 2230.0
AnnepreH f225 - TbikBa, IgG 21-397 730.0
AnnepreH f226 - cemeHa TbIkBbI, IgE (ImmunoCAP) 21-869 1040.0
AnnepreH f227 - cemeHa caxapHoi cBékbl, IgE (ImmunoCAP) 21-815 1040.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH f231 - kunsayeHoe Mosoko, IgE 21-094 730.0
AnnepreH f231 - kuns4yeHoe mMonoko, Ige (ImmunoCAP) 21-629 1220.0
AnnepreH f231 - Kuns4yeHoe mMosoko, 1gG 21-353 730.0
AnnepreH f232 - oBanbbymuH, IgG 21-350 730.0
AnnepreH f233 - oBomykoung, IgE 21-092 730.0
AnnepreH f233 - oBomykoug, IgG 21-351 730.0
AnnepreH f234 - BaHwunb, IgE 21-146 730.0
AnnepreH f234 - BaHunb, IgE (ImmunoCAP) 21-816 1040.0
AnnepreH f234 - BaHuNb, 19G 21-405 730.0
AnnepreH f235 - yeyeBuua, IgE 21-119 730.0
AnnepreH f235 - yeyeBunua, IgG 21-378 730.0
AnnepreH f236 - Mos1I04HaA CbIBOPOTKA, IgG 21-354 730.0
AnnepreH f236 - cbIBOpOTKa KOpoBbero mMosoka, Ige (ImmunoCAP) 21-870 2050.0
AnnepreH f237 - abpukoc, IgE 21-162 730.0
AnnepreH f237 - abpukoc, IgE (ImmunoCAP) 21-817 1270.0
AnnepreH f237 - abpukoc, IgG 21-421 730.0
AnnepreH f23 - kpab, IgE (ImmunoCAP) 21-789 1040.0
AnnepreH f23 - kpabeol, IgE, NOA 21-759 999.0
AnnepreH f23 - kpabsbl, I1gG 21-306 730.0
AnnepreH f242 - BnwHs, IgE 21-164 730.0
AnnepreH f242 - BuwHs, IgE (ImmunoCAP) 21-790 1270.0
AnnepreH f242 - BuwHs, 1gG 21-423 730.0
AnnepreH f244 - orypeu, IgE 21-059 730.0
AnnepreH f244 - orypeu, IgE (ImmunoCAP) 21-818 1270.0
AnnepreH f244 - orypeu, IgG 21-319 730.0
AnnepreH 245 - anuo, IgE (ImmunoCAP) 21-622 1040.0
AnnepreH f245 - anuo kKypuHoe, IgE 21-093 730.0
AnnepreH 245 - aiuo KypuHoe, IgG 21-352 730.0
AnnepreH f245 - ainuo KypuHoe (uenbHoe), IgE, UOA 21-749 999.0
AnnepreH f247 - meg, IgE (ImmunoCAP) 21-697 2300.0
AnnepreH f24 - kpeeTku, IgE (ImmunoCAP) 21-695 1680.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH f24 - kpeseTkn, IgG 21-307 730.0
AnnepreH f253 - kegposbin opex, IgE (ImmunoCAP) 21-871 1040.0
AnnepreH f254 - kambana, IgE 21-101 730.0
AnnepreH f254 - kambana, IgE (ImmunoCAP) 21-872 1040.0
AnnepreH f254 - kambana, 1gG 21-360 730.0
AnnepreH f255 - cnmea, IgE 21-174 730.0
AnnepreH 255 - cnuea, IgE (ImmunoCAP) 21-873 1270.0
AnnepreH f255 - cnmea, 19G 21-433 730.0
AnnepreH f256 - rpeukun opex, Ige (ImmunoCAP) 21-819 4300.0
AnnepreH f256 - opex rpeukun, IgE 21-225 730.0
AnnepreH f256 - opex rpeukun (nnoa), lgG 21-742 730.0
AnnepreH f258 - kanbmap, IgE (ImmunoCAP) 21-791 1040.0
AnnepreH f259 - BuHorpag, IgE 21-025 730.0
AnnepreH f259 - BuHorpag, IgE (ImmunoCAP) 21-649 1040.0
AnnepreH f259 - BuHorpag, 1gG 21-285 730.0
AnnepreH f25 - TomaThl, IgE 21-077 730.0
AnnepreH f25 - TomaTtbl, IgE (ImmunoCAP) 21-646 1040.0
AnnepreH f25 - TomaThl, IgG 21-337 730.0
AnnepreH f260 - 6pokkonu, IgE (ImmunoCAP) 21-820 1270.0
AnnepreH f260 - kanycTta 6pokkonu, IgE 21-135 730.0
AnnepreH f260 - kanycTta 6pokkonu, IgG 21-394 730.0
AnnepreH f261 - cnapxa, IgE 21-139 730.0
AnnepreH f261 - cnap>ka, IgE (ImmunoCAP) 21-874 1040.0
AnnepreH f261 - cnapxa, 1gG 21-398 730.0
AnnepreH f262 - 6aknaxaH, IgE 21-134 730.0
AnnepreH f262 - 6aknaxat, IgE (ImmunoCAP) 21-821 1040.0
AnnepreH f262 - 6aknaxaH, 1gG 21-393 730.0
AnnepreH f263 - nepeu 3eneHobin, IgE 21-156 730.0
AnnepreH f263 - nepeu, 3eneHbin, IgG 21-415 730.0
AnnepreH f264 - pedHon yrops, IgE (ImmunoCAP) 21-875 1040.0
AnnepreH f265 - TMuH, IgE (ImmunoCAP) 21-876 1040.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH f266 - myckaTHbIN opeX, IgE (ImmunoCAP) 21-877 1040.0
AnnepreH f267 - kapgamoH, IgE (ImmunoCAP) 21-878 1040.0
AnnepreH f268 - reosguka, Ig (ImmunoCAP) 21-879 1040.0
AnnepreH f269 - 6asunuk, IgE (ImmunoCAP) 21-880 1040.0
AnnepreH f26 - cBuHuHa, IgE 21-072 730.0
AnnepreH f26 - cenHuHa, IgE (ImmunoCAP) 21-654 1040.0
AnnepreH f26 - cBuHuHa, 1gG 21-332 730.0
AnnepreH f270 - nmbupes, IgE 21-149 730.0
AnnepreH f270 - nmbupsb, IgE (ImmunoCAP) 21-881 1040.0
AnnepreH f270 - nmbups, IgG 21-408 730.0
AnnepreH f271 - anuc, IgE (ImmunoCAP) 21-882 1040.0
AnnepreH f272 - actparoH (TapxyH), IgE (ImmunoCAP) 21-883 1040.0
AnnepreH f273 - TuMbaH (4abpey), IgE (ImmunoCAP) 21-884 1040.0
AnnepreH f277 - ykpon, IgE (ImmunoCAP) 21-885 1040.0
AnnepreH f278 - nasposbin 1ncT, IgE 21-151 730.0
AnnepreH f278 - naBpoBbin AnCT, IgE (ImmunoCAP) 21-886 1040.0
AnnepreH f278 - naBpoBbin 1UCT, I1gG 21-410 730.0
AnnepreH f279 - ynnunnckum nepeu, Ig (ImmunoCAP) 21-887 1040.0
AnnepreH f27 - rosagunHa, IgE 21-026 730.0
AnnepreH f27 - roeaauHa, IgE (ImmunoCAP) 21-628 1040.0
AnnepreH f27 - rossaguHa, 1gG 21-286 730.0
AnnepreH f280 - nepeu 4yepHbin, IgE 21-157 730.0
AnnepreH f280 - nepeu, 4epHbIn, 1gG 21-416 730.0
AnnepreH f280 - yepHbI nepel, IgE (ImmunoCAP) 21-888 1270.0
AnnepreH f281 - kappwu, IgE (ImmunoCAP) 21-889 1040.0
AnnepreH f281 - kappw (npunpasa), IgE 21-150 730.0
AnnepreH f281 - kappu (npunpasa), IgG 21-409 730.0
AnnepreH f283 - operaHo, IgE (ImmunoCAP) 21-890 1040.0
AnnepreH f284 - nHpewka, IgE 21-110 730.0
AnnepreH f284 - nHpenka, IgG 21-369 730.0
AnnepreH f284 - msaco nHagenku, Ige (ImmunoCAP) 21-655 1040.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH f287 - kpacHasa ¢aconb, IgE (ImmunoCAP) 21-937 1840.0
AnnepreH f287 - haconb kKpacHas, IgE 21-124 730.0
AnnepreH f287 - haconb kKpacHas, 1gG 21-383 730.0
AnnepreH f288 - yepHuka, IgE 21-177 730.0
AnnepreH f288 - aroabl poga 6pycHuYHbIX (YepHuka, ronybuka, 6pycHuka), IgG 21-436 730.0
AnnepreH f289 - guHuK, IgE (ImmunoCAP) 21-891 1040.0
AnnepreH f289 - dnHukn, Igk 21-175 730.0
AnnepreH f289 - duHuKkN, 1IgG 21-434 730.0
AnnepreH f290 - yctpuua, IgE (ImmunoCAP) 21-892 1040.0
AnnepreH f290 - ycTpuusbl, IgE 21-107 730.0
AnnepreH f290 - ycTpuubl, 1gG 21-366 730.0
AnnepreH f291 - kanycTa uBeTHas, IgE 21-137 730.0
AnnepreH f291 - kanycTta uBeTHas, IgG 21-396 730.0
AnnepreH f291 - yseTHasa kanycTa, IgE (ImmunoCAP) 21-652 1040.0
AnnepreH f293 - nanans, IgE (ImmunoCAP) 21-893 1040.0
AnnepreH f294 - mapakyns, IgE (ImmunoCAP) 21-938 1040.0
AnnepreH f2 - KopoBbe M010KO, IgE 21-039 730.0
AnnepreH f2 - kopoBbe M0J10KO, 1gG 21-303 730.0
AnnepreH f2 - monoko kopoBsbe, IgE (ImmunoCAP) 21-627 1040.0
AnnepreH f300 - ko3be MonoKoO, IgE (ImMmunoCAP) 21-737 1270.0
Annepren f301 - xypma, IgE 21-176 730.0
AnnepreH f301 - xypma, IgE (ImmunoCAP) 21-894 1040.0
AnnepreH f301 - xypma, IgG 21-435 730.0
AnnepreH f302 - maHgapuH, IgE (ImmunoCAP) 21-822 1580.0
AnnepreH f303 - nantyc 6enokopsii, IgE (ImmunoCAP) 21-939 1040.0
AnnepreH f309 - HyT (Typeukun ropox), IgE 21-121 730.0
AnnepreH f309 - HYT (Typeukun ropox), IgG 21-380 730.0
AnnepreH f312 - peiba-mey, IgE (ImmunoCAP) 21-940 1040.0
AnnepreH f313 - aH4oyc, IgE (ImmunoCAP) 21-941 1040.0
AnnepreH f315 - paconb 3eneHas, IgE 21-123 730.0
AnnepreH f315 - paconb 3eneHas, IgG 21-382 730.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH f317 - kopmnaHap, IgE (ImmunoCAP) 21-895 1040.0
AnnepreH f319 - cBékna, IgE (ImmunoCAP) 21-896 1040.0
AnnepreH f31 - mopkoBb, IgE 21-056 730.0
AnnepreH f31 - mopkosb, IgE (ImmunoCAP) 21-645 1040.0
AnnepreH f31 - MmopkoBb, IgG 21-316 730.0
AnnepreH f320 - pak pe4yHo#n, IgE (ImmunoCAP) 21-942 1040.0
AnnepreH f322 - cmopoaunHa kKpacHas, IgE (ImmunoCAP) 21-823 1040.0
AnnepreH f324 - xmenb, IgE (ImmunoCAP) 21-897 1040.0
AnnepreH f326 - cbiIBOpOTKa oBe4ybero Monoka, Ige (ImmunoCAP) 21-943 1040.0
AnnepreH f328 - nuxup, IgE (ImmunoCAP) 21-898 1040.0
AnnepreH f329 - apbys, IgE (ImmunoCAP) 21-824 1270.0
AnnepreH f332 - maTta nepeyvHas, IgE (ImmunoCAP) 21-899 1040.0
AnnepreH f333 - cemeHa nbHa, IgE (ImmunoCAP) 21-900 1040.0
AnnepreH f338 - rpebewok, 1gG 21-364 730.0
AnnepreH f338 - rpebewok (Mmonntock), IgE 21-105 730.0
AnnepreH f33 - anenbcuH, IgE 21-020 730.0
AnnepreH f33 - anenbcuH, IgE (ImmunoCAP) 21-643 1040.0
AnnepreH f33 - anenbcuH, IgG 21-280 730.0
AnnepreH f342 - macnuHa, IgE (ImmunoCAP) 21-901 1040.0
AnnepreH f343 - manuHa, IgE (ImmunoCAP) 21-825 1040.0
AnnepreH f347 - knHoa, IgE (ImmunoCAP) 21-944 1040.0
AnnepreH f35 - kapTtodens, IgE 21-037 730.0
AnnepreH f35 - kapTogens, IgE (ImmunoCAP) 21-644 1040.0
AnnepreH f35 - kapTodens, IgG 21-297 730.0
AnnepreH f369 - 3ybaTka nonocatas, IgE (ImmunoCAP) 21-949 1040.0
AnnepreH f36 - Kokoc, IgE 21-040 730.0
AnnepreH f36 - kokoc, IgE (ImmunoCAP) 21-902 1040.0
AnnepreH f36 - Kokoc, IgG 21-300 730.0
AnnepreH f37 - ronybaa mngms, IgE (ImmunoCAP) 21-826 1040.0
AnnepreH f37 - mngun, IgE 21-054 730.0
AnnepreH f37 - muaus (ronybas), IgG 21-314 730.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH f3 - Tpecka, IgE 21-079 730.0
AnnepreH f3 - Tpecka, IgE (ImmunoCAP) 21-639 1040.0
AnnepreH f3 - Tpecka, 1gG 21-339 730.0
AnnepreH f402 - nixup, IgE 21-167 730.0
AnnepreH f402 - nuxnp, IgG 21-426 730.0
AnnepreH f403 - nuBHbIE ApoXxxu, IgG 21-390 730.0
AnnepreH f405 - maTa, IgE 21-154 730.0
AnnepreH f405 - maTa, 1gG 21-413 730.0
AnnepreH f40 - TyHeun, IgE 21-080 730.0
AnnepreH f40 - TyHeun, IgE (ImmunoCAP) 21-827 1040.0
AnnepreH f40 - TyHewn, IgG 21-340 730.0
AnnepreH f414 - Tunanusg, IgE (ImmunoCAP) 21-903 1040.0
AnnepreH f41 - nococs, IgE (ImmunoCAP) 21-640 1120.0
AnnepreH f41 - nococs, IgG 21-313 730.0
AnnepreH f42 - nukwa, IgE (ImmunoCAP) 21-904 1040.0
AnnepreH f44 - knybHuka, IgE 21-043 730.0
AnnepreH f44 - knybHuka, IgE (ImmunoCAP) 21-650 1040.0
AnnepreH f44 - knybHuka, 1gG 21-299 730.0
AnnepreH f45 - nekapckune apox>ku, Ige (ImmunoCAP) 21-689 1040.0
AnnepreH f45 - nekapckue gpoxkxxu, IgG 21-321 730.0
AnnepreH f47 - YyecHok, IgE 21-143 730.0
AnnepreH f47 - 4yecHok, IgE (ImmunoCAP) 21-792 1270.0
AnnepreH f47 - 4yecHok, IgG 21-402 730.0
AnnepreH f48 - nyk, IgE 21-144 730.0
AnnepreH f48 - nyk, IgE (ImmunoCAP) 21-793 1270.0
AnnepreH f48 - nyk, IgG 21-403 730.0
AnnepreH f49 - abnoko, IgE 21-087 730.0
AnnepreH f49 - abnoko, IgE (ImmunoCAP) 21-647 1040.0
AnnepreH f49 - abnoko, IgG 21-347 730.0
AnnepreH f4 - nweHnua, NweHn4yHas Myka, IgE (ImmunoCAP) 21-674 1040.0
AnnepreH f4 - nweHn4YHaa myka, IgE 21-760 999.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH f4 - nweHn4yHaa myka, IgG 21-329 840.0
AnnepreH f50 - ckymbpus, IgE 21-103 730.0
AnnepreH f50 - ckymbpus, 1gG 21-362 730.0
AnnepreH f54 - 6aTaT, IgE (ImmunoCAP) 21-957 1040.0
AnnepreH f55 - npoco, IgE 21-117 730.0
AnnepreH f55 - npoco, IgG 21-376 730.0
AnnepreH f55 - npoco nocesHoe (nweHo) / Panicum milliaceum, IgE (ImmunoCAP) 21-828 1040.0
AnnepreH f59 - ocbmuHor, IgE (ImmunoCAP) 21-905 1040.0
AnnepreH f5 - myka p>aHas, 19G 21-374 730.0
AnnepreH f5 - poxb, p>xaHas Myka, IgE (ImmunoCAP) 21-637 1040.0
AnnepreH f5 - poxb, p>xaHas Myka, IgE, NDA 21-1057 730.0
AnnepreH f60 - ctaBpuga, IgE (ImmunoCAP) 21-907 1040.0
AnnepreH f61 - capguHa, IgE 21-102 730.0
AnnepreH f61 - capguHa, IgE (ImmunoCAP) 21-958 1040.0
AnnepreH f6l - capavHa, IgG 21-361 730.0
AnnepreH f6 - Myka sumeHHas, IgE 21-116 730.0
AnnepreH f6 - myka s4MmeHHas, IgG 21-375 730.0
AnnepreH f6 - aumeHsb, IgE (ImmunoCAP) 21-906 1040.0
AnnepreH f75 - An4HbIN XenTok, IgE 21-089 730.0
AnnepreH f75 - an4HbIn xenTok, IgE (ImmunoCAP) 21-625 1040.0
AnnepreH f75 - anyHbIN XXenTokK, 1gG 21-349 730.0
AnnepreH f76 - anbtha-naktanbbymuH, IgE 21-761 730.0
AnnepreH f76 - anba-naktansbymmH, IgG 21-355 730.0
AnnepreH f77 - 6eTa-nakTornobynut, Ig, NOA 21-762 730.0
AnnepreH f77 - 6eTta-nakTornobynuH, IgG 21-356 730.0
AnnepreH f78 - ka3ewuH, IgE 21-098 730.0
AnnepreH f78 - ka3ewuH, IgE, NOA 21-763 999.0
AnnepreH f78 - ka3zeuH, IgG 21-357 730.0
AnnepreH f79 - rnioTeH, IgE, NOA 21-750 999.0
AnnepreH f79 - raoTeH (knenkosuHa), IgE (ImmunoCAP) 21-636 1040.0
AnnepreH f79 - knenkoBuHa (rnwTeH), IgG 21-371 730.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH f7 - myka oBcsiHas, IgE 21-114 730.0
AnnepreH f7 - myka oBcsaHas, 1gG 21-373 730.0
AnnepreH f7 - oBec, oBcaHasa myka, IgE (ImmunoCAP) 21-634 1040.0
AnnepreH f80 - nobctep (omap), IgE 21-104 730.0
AnnepreH f80 - nobctep (omap), 1gG 21-363 730.0
AnnepreH f80 - omap, IgE (ImmunoCAP) 21-908 1040.0
AnnepreH f81 - coip "yepgnep", IgE 21-099 730.0
AnnepreH f81 - ceip HYepgep, IgE (ImmunoCAP) 21-829 1040.0
AnnepreH f81 - cbip "4yeppep", IgG 21-358 730.0
AnnepreH f82 - cbip "mMoyng", IgE 21-100 730.0
AnnepreH f82 - coip "mMoyng", 1gG 21-359 730.0
AnnepreH f82 - cbip ¢ nneceHsbio, IgE (ImmunoCAP) 21-830 1040.0
AnnepreH f83 - KypuHoe msco, IgE 21-048 730.0
AnnepreH f83 - KypuHoe msco, IgG 21-308 840.0
AnnepreH f83 - maco kKypuubl, IgE (ImmunoCAP) 21-623 1040.0
AnnepreH f84 - kueu, Ig (ImmunoCAP) 21-694 1620.0
AnnepreH f84 - kuen, IgG 21-427 730.0
AnnepreH f85 - cenbaepen, IgE 21-073 730.0
AnnepreH f85 - cenbpepen, IgE (ImmunoCAP) 21-831 1040.0
AnnepreH f85 - cenbpepen, IgG 21-333 730.0
AnnepreH f86 - neTpywka, IgE 21-140 730.0
AnnepreH f86 - neTpyLka, IgG 21-399 730.0
AnnepreH f86 - neTpywwka / Petroselinum crispum, IgE (ImmunoCAP) 21-832 1040.0
AnnepreH f87 - abiHg, IgE (ImmunoCAP) 21-833 1270.0
AnnepreH f87 - abiHA, IgE, UOA 21-764 999.0
AnnepreH f87 - abiHg, IgG 21-425 730.0
AnnepreH f88 - 6apaHuHa, IgE 21-109 730.0
AnnepreH f88 - 6bapaHuHa, IgE (ImmunoCAP) 21-834 1270.0
AnnepreH f88 - bapaHuHa, IgG 21-368 730.0
AnnepreH f89 - ropyuua, IgE 21-147 730.0
AnnepreH f89 - ropumnua, IgE (ImmunoCAP) 21-909 1040.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH f89 - ropumnua, IgG 21-406 730.0
AnnepreH f8 - kykypy3a, IgE (ImmunoCAP) 21-794 1990.0
AnnepreH f8 - Myka Kykypy3Has, IgE, UOA 21-765 999.0
AnnepreH f8 - Myka Kykypy3Has, IgG 21-372 730.0
AnnepreH f90 - conog, IgE 21-132 730.0
AnnepreH f90 - conog, IgE (ImmunoCAP) 21-910 1040.0
AnnepreH f90 - conog, 1gG 21-391 730.0
AnnepreH f91 - maHnro, IgE 21-170 730.0
AnnepreH f91 - maHro, IgE (ImmunoCAP) 21-911 1040.0
AnnepreH f91 - maHro, IgG 21-429 730.0
AnnepreH f92 - 6aHaH, IgE 21-022 730.0
AnnepreH f92 - 6aHaH, IgE (ImmunoCAP) 21-648 1040.0
AnnepreH f92 - 6aHaH, IgG 21-282 730.0
AnnepreH f93 - kakao, IgE (ImmunoCAP) 21-642 1040.0
AnnepreH f93 - kakao, IgE, NOA 21-1062 730.0
AnnepreH f93 - kakao, 1gG 21-385 730.0
AnnepreH f94 - rpywa, IgE (ImmunoCAP) 21-835 1770.0
AnnepreH f94 - rpywa, IgE, NOA 21-766 999.0
AnnepreH f94 - rpywa, IgG 21-424 730.0
AnnepreH f95 - nepcuk, IgE 21-173 730.0
AnnepreH f95 - nepcuk, IgE (ImmunoCAP) 21-795 1810.0
AnnepreH f95 - nepcuk, IgG 21-432 730.0
AnnepreH f96 - aBokano, IgE 21-163 730.0
AnnepreH f96 - aBokapgo, IgG 21-422 730.0
AnnepreH f96 - aBokano / Persea americana, IgE (ImmunoCAP) 21-836 1040.0
AnnepreH f9 - puc, IgE 21-118 730.0
AnnepreH f9 - puc, IgE (ImmunoCAP) 21-638 1040.0
AnnepreH f9 - puc, 19G 21-377 730.0
AnnepreH gll - kocTep noneson, IgE (ImmunoCAP) 21-725 1050.0
AnnepreH gl2 - poxb KyJibTUBMpoBaHHas, IgE 21-070 730.0
AnnepreH gl2 - poxb nocesHas, IgE (ImmunoCAP) 21-972 1040.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH gl3 - 6yxapHUK LLepCTUCTLIN, IgE 21-024 730.0
AnnepreH gl4 - oBec KyNbTUBMPOBaHHbLIN, IgE 21-230 730.0
AnnepreH gl4 - osec nocesHou, IgE (ImmunoCAP) 21-973 1270.0
AnnepreH gl15 - nweHnua KynbTuUBMpoBaHHas, IgE, NOA 21-767 999.0
AnnepreH gl5 - nweHnua nocesHas, IgE (ImmunoCAP) 21-974 1040.0
AnnepreH gl6 - nncoxsocT nyrosou, IgE (ImmunoCAP) 21-722 1050.0
AnnepreH gl7 - rpeyka 3ameTHaq, IgE (ImmunoCAP) 21-975 1040.0
AnnepreH gl - konocok aywmnctoeli, IgE (ImmunoCAP) 21-727 1050.0
AnnepreH g201 - a4meHb (Nbiabua), IgE (ImmunoCAP) 21-976 1040.0
AnnepreH g202 - KyKypy3Hble pblabua, IgE 21-229 730.0
AnnepreH g202 - KyKypy3Hble pbiibla (Nbiabua), IgE (ImmunoCAP) 21-977 1270.0
AnnepreH g2 - cBuHopown nanbyaTtbin, IgE (ImmunoCAP) 21-724 1270.0
AnnepreH g3 - exa cbopHas, IgE (ImmunoCAP) 21-721 1270.0
AnnepreH g4 - oBcsHuua nyrosas, IgE (ImmunoCAP) 21-720 1270.0
AnnepreH g5 - nnesen, IgE (ImmunoCAP) 21-719 1050.0
AnnepreH g6 - Tumodpeeska, IgE 21-076 730.0
AnnepreH g6 - TumogeeBka nyrosas, IgE (ImmunoCAP) 21-661 1040.0
AnnepreH g8 - maTauk nyrosoi, IgE (ImmunoCAP) 21-718 1270.0
AnnepreH g8 - matnuk nyroson, Ige, UOA 21-1058 730.0
AnnepreH g9 - nonesuua, IgE (ImmunoCAP) 21-726 1050.0
AnnepreH hl - gpomawHasa noiib (Greer), IgE (ImmunoCAP) 21-632 1040.0
AnnepreH h2 - pomawHsasa noiib (Hollister), IgE (ImmunoCAP) 21-633 1040.0
AnnepreH il - n4enuHbIn a4, IgE 21-257 730.0
AnnepreH il - n4enuHbIn a4, 1gG 21-516 730.0
AnnepreH il - ag n4enbl gomawHen, Ige (ImmunoCAP) 21-912 1040.0
AnnepreH i204 - cneneHs, IgE 21-251 730.0
AnnepreH i204 - cneneHsb, IgE (ImmunoCAP) 21-913 1040.0
AnnepreH i205 - a4 wmens, IgE (ImmunoCAP) 21-1017 1040.0
AnnepreH i2 - wepleHsb, IgE 21-252 730.0
AnnepreH i3 - ocuHbin a4 (Vespula spp.), IgE 21-255 730.0
AnnepreH i3 - aa ocbl 06bikHoBeHHOW, IgE (ImmunoCAP) 21-914 1040.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH i4 - ocnHbin a4 (Polistes spp.), IgE 21-256 730.0
AnnepreH i5 - ag ocel xenton, IgE (ImmunoCAP) 21-915 1040.0
AnnepreH i6 - TapakaH-npycak, IgE 21-075 730.0
AnnepreH i6 - TapakaH-npycak, IgE (ImmunoCAP) 21-717 1050.0
AnnepreH i70 - mypaBen Puxtepa, IgE (ImmunoCAP) 21-916 1040.0
AnnepreH i70 - peixuii mypasen, IgE 21-071 730.0
AnnepreH i71 - komap, IgE 21-042 730.0
AnnepreH i71 - komap, IgE (ImmunoCAP) 21-917 1510.0
AnnepreH i71 - komap, 1gG 21-302 730.0
AnnepreH i73 - nn4nHKa kpacHom Mmowwku, IgE (ImmunoCAP) 21-1047 1040.0
AnnepreH i75 - ag wepwHs, IgE (ImmunoCAP) 21-1016 1040.0
AnnepreH i8 - monb, IgE 21-249 730.0
AnnepreH i8 - monb, IgE (ImmunoCAP) 21-1015 1040.0
AnnepreH k20 - wepcTsb, IgE, NOA 21-768 999.0
AnnepreH k40 - Hukensb, IgE 21-612 2940.0
AnnepreH k41 - xpowm, IgE 21-613 2040.0
AnnepreH k43 - 301070, IgE 21-614 2940.0
AnnepreH k44 - megb, IgE 21-615 2940.0
AnnepreH k46 - kobanbT, IgE 21-617 2940.0
AnnepreH k48 - nannagun, IgE 21-618 2940.0
AnnepreH k70 - Heob>xapeHHble 3epHa Koge, IgE (ImmunoCAP) 21-978 1040.0
AnnepreH k73 - akpun, IgE, NOA 21-619 999.0
AnnepreH k73 - oTxoabl Nnpon3BoAcTBa wenka, IgE (ImmunoCAP) 21-1020 1040.0
AnnepreH k74 - wernk, IgE 21-263 730.0
AnnepreH k74 - wenk, IgE (ImmunoCAP) 21-1021 1040.0
AnnepreH k80 - popmanbperung, Ige 21-266 730.0
AnnepreH k80 - opmanbaerng / opmanuH, IgE (ImmunoCAP) 21-837 1990.0
AnnepreH k81 - dukyc, IgE 21-267 730.0
AnnepreH k82 - natekc, IgE (ImmunoCAP) 21-838 1270.0
AnnepreH k82 - natekc, IgE, NOA 21-769 999.0
AnnepreH k84 - macno noagconHevHoe, IgE 21-178 730.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH k84 - macsio noacosiHeyHoe, I1gG 21-437 730.0
AnnepreH k84 - cemeHa nogconHe4vyHuka, Ige (ImmunoCAP) 21-918 1910.0
AnnepreH ml - Penicillium notatum (P.chrysogenum), IgE (ImmunoCAP) 21-796 2370.0
AnnepreH m1l - Penicillium notatum (P. chrysogenum), IgE, NU®A 21-1055 730.0
AnnepreH m201 - Tilletia tritici (TBépAas ronosHs nweHnubl), IgE (ImmunoCAP) 21-979 1270.0
AnnepreH m226 - CTauIOKOKKOBbIN 3HTepOTOKCUH TSST, IgE (ImmunoCAP) 21-839 1040.0
AnnepreH m227 - Malassezia spp., IgE (ImmunoCAP) 21-701 1360.0
AnnepreH m2 - Cladosporium herbarum, IgE (ImmunoCAP) 21-700 1040.0
AnnepreH m2 - Cladosporium herbarum, IgE, N®A 21-1056 730.0
AnnepreH m3 - Aspergillus fumigatus, IgE (ImmunoCAP) 21-699 1050.0
AnnepreH m5 - Candida albicans, IgE (ImmunoCAP) 21-797 1600.0
AnnepreH m5 - Candida albicans, IgE, UOA 21-770 999.0
AnnepreH mé6 - Alternaria alternata, IgE (ImmunoCAP) 21-698 1040.0
AnnepreH m80 - cTahNOKOKKOBLIN IHTEPOTOKCUH A, IgE (ImmunoCAP) 21-840 1370.0
AnnepreH m81 - CTa(MNOKOKKOBbIN 3HTEPOTOKCUH B, IgE (ImmunoCAP) 21-841 1440.0
AnnepreH m9 - Fusarium proliferatum (F. moniliforme), IgE (ImmunoCAP) 21-748 1050.0
AnnepreH m9 - Fusarium proliferatum (F. moniliforme), IgE, N®A 21-1059 920.0
AnnepreH ol - xsonok, IgE 21-262 730.0
AnnepreH ol - xnonok, HeobpaboTaHHasa HUTb, IgE (ImMmunoCAP) 21-919 1270.0
AnnepreH 070 - cnepma, IgE (ImmunoCAP) 21-920 1040.0
AnnepreH 072 - 3HTepoTOKCUH A (Staphylococcus aureus), IgG 21-505 730.0
AnnepreH 073 - aHTepoToKcuH B (Staphylococcus aureus), IgG 21-506 730.0
AnnepreH pl - Ascaris, IgE (ImmunoCAP) 21-798 1270.0
AnnepreH pl - Ascaris lumbricoides (ackapuga), IgE, N®A 21-771 999.0
AnnepreH p4 - Anisakidae, IgE (ImmunoCAP) 21-842 1040.0
AnnepreH p4 - Anisakis Larvae, IgE 21-248 730.0
AnnepreH p4 - Anisakis Larvae, 1gG 21-507 730.0
AnnepreH t102 - uea 6enas, IgE, NOA 21-752 999.0
AnnepreH t10 - rpeukuin opex (neinbua), IgE 21-028 730.0
AnnepreH t10 - rpeukuin opex (neinbua), IgE (ImmunoCAP) 21-981 1040.0
AnnepreH tll - nnaTaH, IgE 21-218 730.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH tl12 - nBa, IgE (ImmunoCAP) 21-716 1050.0
AnnepreH t14 - Tononb, IgE (ImmunoCAP) 21-656 1040.0
AnnepreH tl15 - aceHb amepukaHckuii, IgE (ImmunoCAP) 21-690 1050.0
AnnepreH t16 - cocHa 6enas, IgE, MDA 21-772 999.0
AnnepreH tl6 - cocHa BenmyToBa, IgE (ImmunoCAP) 21-922 1040.0
AnnepreH t18 - agkanunT, IgE 21-223 730.0
AnnepreH t18 - agkanunT, IgE (ImmunoCAP) 21-1030 1040.0
AnnepreH t19 - akauus, IgE 21-204 730.0
AnnepreH t19 - akauus, IgE (ImmunoCAP) 21-1031 1040.0
AnnepreH tl - kfieH aceHenncTHbIR, IgE (ImmunoCAP) 21-921 1270.0
AnnepreH tl - KNéH ssiceHeNncTHbIN, IgE, NPA 21-773 999.0
AnnepreH t201 - enb, IgE (ImmunoCAP) 21-1036 1040.0
AnnepreH t203 - kKoHCcku KawTaH, IgE (ImmunoCAP) 21-1037 1040.0
AnnepreH t205 - 4épHas 6y3unHa, IgE (ImmunoCAP) 21-1038 1040.0
AnnepreH t206 - kawTaH, IgE (ImmunoCAP) 21-1039 1040.0
AnnepreH t208 - nuna, IgE (ImmunoCAP) 21-736 1270.0
AnnepreH t209 - rpab obbikHoBeHHbIN, IgE (ImmunoCAP) 21-735 1040.0
AnnepreH t213 - cocHa, IgE (ImmunoCAP) 21-1040 1040.0
AnnepreH t222 - kunapwuc, IgE (ImmunoCAP) 21-1041 1040.0
AnnepreH t223 - macnm4Hada nasabma (nbinibua), Ige (ImmunoCAP) 21-982 1040.0
AnnepreH t23 - kunapuc se4yHoseneHbln, IgE (ImmunoCAP) 21-1032 1040.0
AnnepreH t25 - sceHb Bbicokui, IgE (ImmunoCAP) 21-923 1040.0
AnnepreH t2 - onbxa cepas, IgE (ImmunoCAP) 21-660 1040.0
AnnepreH t3 - 6epesa 6oponasyaTtas, IgE (ImmunoCAP) 21-657 1040.0
AnnepreH t45 - Ba3 TonctonncTHbin, IgE (ImmunoCAP) 21-925 1040.0
AnnepreH t4 - newmHa obbikHoBeHHaA, IgE (ImmunoCAP) 21-714 1270.0
AnnepreH t57 - mox»xeBesbHUK, IgE (ImmunoCAP) 21-1034 1040.0
AnnepreH t5 - 6yk, IgE 21-206 730.0
AnnepreH t5 - 6yk, IgE (ImmunoCAP) 21-924 1040.0
AnnepreH té - MoXx>keBesbHUK Ka3aukui, IgE (ImmunoCAP) 21-1029 1040.0
AnnepreH t70 - wenkosuua, IgE (ImmunoCAP) 21-1035 1040.0




Ha3BaHune aHann3a Kon LleHa (R)
AnnepreH t77 - oy cmewaHHbI, IgE 21-209 730.0
AnnepreH t7 - ny6, IgE (ImmunoCAP) 21-715 1270.0
AnnepreH t8 - Bsa3, IgE 21-207 730.0
AnnepreH t9 - macnunHa esponenickas, IgE (ImmunoCAP) 21-980 1040.0
AnnepreH wl0 - mapb 6enas, IgE 21-238 730.0
AnnepreH wl2 - 3onotapHuk IgE (ImmunoCAP) 21-732 1050.0
AnnepreH wl5 - nebepa 4yedyeBmueBmnaHas, IgE, NOA 21-1052 730.0
AnnepreH wl8 - wasenb manbii, IgE (ImMmunoCAP) 21-983 1040.0
AnnepreH wl9 - nocTeHHUUa NlekapcTBeHHas, IgE 21-242 730.0
AnnepreH wl - ambpo3uns Bbicokas, IgE (ImmunoCAP) 21-730 1270.0
AnnepreH w203 - panc kanycTa (neibua), IgE (ImmunoCAP) 21-986 1040.0
AnnepreH w204 - nogconHeyHuk, IgE (ImmunoCAP) 21-926 1040.0
AnnepreH w206 - pomawka, IgE (ImmunoCAP) 21-734 2430.0
AnnepreH w209 - ambpo3usa cmewaHHas, IgE 21-205 730.0
AnnepreH w20 - kpanusa, IgE 21-235 730.0
AnnepreH w20 - kpanuea gByaomMHas, IgE (ImmunoCAP) 21-1044 1040.0
AnnepreH w23 - KOHCKUI wasenb, IgE (ImmunoCAP) 21-984 1040.0
AnnepreH w3 - ambpo3usa TpexHagpesHas, IgE (ImmunoCAP) 21-745 1050.0
AnnepreH w45 - nouepHa, IgE (ImmunoCAP) 21-1045 1040.0
AnnepreH w46 - heHxenb (cobayba pomaluka), IgE (ImmunoCAP) 21-985 1040.0
AnnepreH w4 - ambpo3us noxxHas, Ig (ImmunoCAP) 21-1042 1270.0
AnnepreH w5 - noJsibiHb ropbKasg, IgE 21-241 730.0
AnnepreH w5 - nonbiHb ropbkas, IgE (ImmunoCAP) 21-1043 1040.0
AnnepreH w6 - nosbiHb, IgE (IMmmunoCAP) 21-659 1040.0
AnnepreH w75 - nebepa cegoBaTas, IgG 21-495 730.0
AnnepreH w7 - HUBAHUK (NonoBHUK), IgE (ImmunoCAP) 21-731 1050.0
AnnepreH w8 - ogyBaH4uk, IgE (ImmunoCAP) 21-658 1040.0
AnnepreH w8 - ogysaH4uK, IgE, NOA 21-1061 730.0
AnnepreH w9 - nogopoxXHUK, IgE, NDA 21-774 999.0
AnnepreH w9 - N0AOPOXHUK NaHueToBnAHbIN, IGE (ImmunoCAP) 21-927 1040.0
AnnepreH €6 - annTennin MOpPCcKon cBuHkKK, Ige, NOA 21-1053 730.0




Ha3BaHune aHann3a Kon LleHa (R)
AnneprokoMmnoHeHT el01 - cobaka rCan f 1, IgE (ImmunoCAP) 21-741 2800.0
AnneprokoMnoHeHT €102 - cobaka rCan f 2, IgE (ImmunoCAP) 21-993 2760.0
AnneprokoMnoHeHT €204 - 6bI4nil CbIBOPOTOYHbLIN anbbyMunH nBos d6, IgE (ImmunoCAP) 21-712 2400.0
ANneproKoMnoHeHT €222 - anbbyMnH CBMHON CbIBOPOTKM NSus s, IgE (ImmunoCAP) 21-1001 2760.0
AnneprokoMnoHeHT €94 - kowka rFel d1, IgE (ImmunoCAP) 21-739 2810.0
AnneprokoMnoHeHT f232 - oBanbbymunH anua nGal d2, IgE (ImmunoCAP) 21-682 2760.0
AnneprokomnoHeHT f233 - oBoMmykouna anua nGal d1, IgE (ImmunoCAP) 21-683 2400.0
AnneprokoMnoHeHT f323 - koHanbbymuH anua nGal d3, IgE (ImmunoCAP) 21-685 2400.0
AnneprokoMnoHeHT f351 - TponoMnosnH KkpeeseTok rPen a 1, IgE (ImmunoCAP) 21-945 2760.0
AnneprokomnoHeHT f352 - apaxuc rAra h 8 PR-10, IgE (ImmunoCAP) 21-946 2760.0
AnneprokoMnoHeHT f353 - cos rGly m 4 PR-10, IgE (ImmunoCAP) 21-947 2760.0
AnneprokoMmnoHeHT f355 - kapn rCyp c 1, IgE (ImmunoCAP) 21-948 2760.0
AnneprokomnoHeHT f416 - omera-5 ranaguH nwenunubl rTri a 19, Ige (ImmunoCAP) 21-950 2760.0
AnneprokoMnoHeHT f417 - cenbaepen rApi g 1.01 PR-10, IgE (ImmunoCAP) 21-951 2760.0
AnneprokoMnoHeHT f419 - nepcuk rPru pl PR-10, IgE (ImmunoCAP) 21-686 2400.0
AnneprokoMnoHeHT f420 - nepcuk rPru p3 LTP, IgE (ImmunoCAP) 21-687 2400.0
AnneprokoMnoHeHT f421 - nepcuk rPru p4 MpodunnH, IgE (ImmunoCAP) 21-688 2400.0
AnneprokoMnoHeHT f422 - apaxuc rAra h 1, IgE (ImmunoCAP) 21-952 2760.0
AnneprokomnoHeHT f423 - apaxuc rAra h 2, IgE (ImmunoCAP) 21-953 2760.0
AnneprokomnoHeHT f424 - apaxuc rAra h 3, IgE (ImmunoCAP) 21-954 2760.0
AnneprokomnoHeHT f426 - Tpecka rGad c 1, IgE (ImmunoCAP) 21-955 2760.0
AnneprokoMnoHeHT f427 - apaxuc rAra h 9 LTP, IgE (ImmunoCAP) 21-956 2760.0
AnneprokomnoHeHT f68 - oBomykong nGal d1, IgE 21-1070 700.0
AnneprokoMnoHeHT f76 - anbda-naktansbymmH nBos d 4, IgE (ImmunoCAP) 21-710 2400.0
AnneprokoMnoHeHT f77 - 6eTa-naktornobynuH nBos d 5, IgE (ImmunoCAP) 21-713 2810.0
AnneprokomnoHeHT f78 - kazenH nBos d8, IgE (ImmunoCAP) 21-630 1040.0
AnneprokoMnoHeHT g205 - Tumodeeska nyrosas rPhl pl, IgE (ImmunoCAP) 21-679 4430.0
AnneprokoMmnoHeHT g206 - TuMocheeBka nyrosas (recombinant) rPhl p 2, IgE 21-1005 2760.0
(ImmunoCAP)

AnneprokoMmnoHeHT g208 - Tumodeeska nyrosas (recombinant) rPhl p 4, IgE 21-1006 2760.0

(ImmunoCAP)




Ha3BaHune aHann3a Kon LleHa (R)
AnneprokomnoHeHT g209 - TumodeeBka nyroeas (recombinant) rPhl p 6, IgE 21-1007 2760.0
(ImmunoCAP)

AnneprokoMmnoHeHT g210 - Tumodeeska nyrosas (recombinant) rPhl p 7, IgE 21-1008 4430.0
(ImmunoCAP)

AnneprokoMnoHeHT g211 - TumodeeBka nyroeas (recombinant) rPhl p 11, IgE 21-1009 2760.0
(ImmunoCAP)

AnneprokomnoHeHT g212 - TuModeeBka nyroeas (recombinant) rPhl p 12 MpogunuH, IgE | 21-1010 4430.0
(ImmunoCAP)

ANnneproKkoMnoHeHT g213 - TuMopeeBka nyrosas (recombinant) rPhl p1, rPhl p5b, IgE 21-703 3320.0
(ImmunoCAP)

AnneprokoMnoHeHT g213 - TuMmodeeska nyrosas (recombinant) rPhl p1, rPhl p5b, IgG 21-850 4735.0
(ImmunoCAP)

AnneprokomnoHeHT g214 - TuMmodeeBka nyroeas (recombinant) rPhl p7, rPhl p12, IgE 21-704 2970.0
(ImmunoCAP)

AnneprokoMnoHeHT g215 - Tumodeeska nyrosas rPhl p5b, IgE (ImmunoCAP) 21-680 4430.0
AnneprokoMnoHeHT i208 - dpocchonunasa A2 nyena MmegoHocHas rApi m 1, IgE 21-1018 2760.0
(ImmunoCAP)

AnneprokoMnoHeHT i209 - a4 ocbl 06bikHOBEHHOM rVes v 5, IgE (ImmunoCAP) 21-1019 2760.0
AnneprokomnoHeHT k208 - nn3oumm ainua nGal d4, IgE (ImmunoCAP) 21-684 3150.0
AnneprokoMnoHeHT k213 - nencuH ceuHom nSus s, IgE (ImmunoCAP) 21-1022 1500.0
AnneprokoMmnoHeHT k215 - natekc (recombinant) rHev b 1, IgE (ImmunoCAP) 21-1023 2760.0
AnneprokoMmnoHeHT k217 - natekc (recombinant) rHev b 3, IgE (ImmunoCAP) 21-1024 2760.0
AnneprokoMmnoHeHT k218 - natekc (recombinant) rHev b 5, IgE (ImmunoCAP) 21-1025 2760.0
AnneprokoMmnoHeHT k220 - natekc (recombinant) rHev b 6.02, IgE (ImmunoCAP) 21-1026 2760.0
AnneprokomnoHeHT k221 - naTekc (recombinant) rHev b 8 MpogwnnuH, IgE (ImmunoCAP) 21-1027 2760.0
AnneprokomnoHeHT k224 - naTtekc (recombinant) rHev b 11, IgE (ImmunoCAP) 21-1028 2760.0
AnneprokoMnoHeHT m218 - Aspergillus fumigatus rAsp f1 (pekomMbuHaHTHbIN), IgE 21-747 2760.0
(ImmunoCAP)

AnneprokoMnoHeHT m229 - Alternaria alternata rAlt al (pekombuHaHTHbIN), IgE 21-746 2760.0
(ImmunoCAP)

AnneprokoMnoHeHT t215 - 6epe3a rBet vl PR-10, IgE (ImmunoCAP) 21-681 2760.0
AnneprokoMnoHeHT t215 - 6epe3a rBet vl PR-10, IgG (ImmunoCAP) 21-849 5960.0
AnneprokoMnoHeHT t221 - 6epesa rBet v 2, rBet v 4 (pekoMbnHaHTHbIN), IgE 21-705 2760.0
(ImmunoCAP)

AnneprokoMmnoHeHT w230 - ambpo3unsa (recombinant) nAmb a 1, IgE (ImmunoCAP) 21-706 3320.0




Ha3BaHune aHann3a Kon LleHa (R)
AnneprokomnoHeHT w230 - ambpo3usa (recombinant) nAmb a 1, IgG (ImmunoCAP) 21-851 4880.0
AnneprokomnoHeHT w231 - nonbiHb NArt v1, IgE (ImmunoCAP) 21-740 3230.0
AnneprokoMnoHeHT w231 - nonbiHb NArt v1, IgG (ImmunoCAP) 21-852 5960.0
AnneprokoMnoHeHT w233 - nonbiHb NArt v 3 LTP, IgE (ImmunoCAP) 21-744 8170.0
Anneproyumn ALEX (300 anneprokoMnoHeHTOB + IgE o6Lwinin) 21-1050 18710.0
Anneproyun ImmunoCAP ISAC (112 anfieproKkOMMNOHEHTOB) 21-673 29910.0
ANNOVMMYHHbIE @aHTU3PUTPOLMTAPHbLIE aHTUTENa (B TOM YMCNe aHTUpPe3yCHbIE), TUTP 13-002 950.0
AnbbyMuH B Mo4e (MUKPOasibObyMNHYypurS) 06-114 600.0
AnbbyMUH B CbIBOPOTKE 06-004 430.0
AnbbyMnNH-KpeaTUHNHOBOE COOTHOLLEHMEe (anbbyMUHYpMSA B pa3oBON NOPLUN MOYM) 40-505 885.0
AnbpocTepoH 08-013 1110.0
AnNbOOCTEPOH-PEHMHOBOE COOTHOLLEHME 08-151 3990.0
AnbpoctepoH cuHTasa (CYP11B2). BeiaeneHune myTtauunm C(-344)T (perynatopHas 18-014 830.0
obnacTtb reHa)

Anbda-1l-aHTUTPUNCUH 06-078 1700.0
Anbca-1-aHTUTPUNCKH B Kane, Kiwe4yHasa notepsa 6enka 13-127 2015.0
Anba-2-makpornobynnH 06-256 800.0
Anba-peTonpoTtenH (anbda->Il) 08-016 685.0
ANTIOMUHUI B BOJIOCAX 06-198 1050.0
ANIOMUHUI B MOYe 06-124 1050.0
ANIIOMUHUI B HOI'TAX 06-280 1050.0
ANIOMUHUI B CbIBOPOTKE 06-086 1050.0
AMMKauunH 15-036 3310.0
Amunnasa obuwas B CyTOYHOM MoYe 06-053 420.0
Amuna3sa obulas B CbIBOPOTKE 06-005 480.0
AMunnasa naHkpeaTun4yeckas 06-006 530.0
AMNHONEBYIMHOBASA KUCN0Ta/NopthobuinHoreH mo4yu 06-443 360.0
AHaNN3 XXNPHbIX KUCIOT 06-223 4050.0
AHanun3 Kasna Ha CKpbITYI0 KPOBb 02-001 470.0
AHann3 Kana Ha CkpbITyto KpoBb (ColonView) 02-048 1600.0
AHanm3 Kasa Ha UMCTbl MPOCTENLLINX 02-012 630.0




Ha3BaHune aHann3a Kon LleHa (R)
AHanu3 Kana Ha anua reJlbMMHTOB 02-010 500.0
AHanm3 Kasa Ha sanua N JINYNHKK FreIbMUHTOB, NpPOoCTenWwmne n nx unctol (Parasep) 02-056 1150.0
AHann3 KpoBU Ha aMMHOKNCNOTHI (13 nokasaTenen) 06-268 4660.0
AHanun3 KpoBM Ha aMUHOKNCOThI (48 nokasaTenen) 06-437 7770.0
AHann3 KpoBW Ha aMMWHOKNCOTbI U auUIKapHUTUHBI (32 NokasaTens) 06-273 5965.0
AHann3 KpoBU HA aMMWHOKNCOTbI U auMIKapHUTUHBI (42 NokasaTens) 06-274 6260.0
AHann3 KpoBM Ha aMUHOKNCNOTbI U aUWUIKapPHUTUHbLI AN geten 0o 2 net (26 06-389 4645.0
nokasaTtenen)

AHann3 KPoBU Ha auUIKapHUTUHbI (B3poCible) 06-355 2998.0
AHaIN3 KPOBU Ha OpraHUYecKue KUCaoThbl 06-192 4300.0
AHann3 MMKPoBHbIX MapKepoB METOLOM ra30BON XpoMaTO-Macc-CnekTpomMmeTpum (no 40-648 5020.0
Ocwunosy)

AHanus mo4u "BpedHble NpuBbIYKN": aNIKOrolb, HUKOTUH, MCUXOTPOMHbIE N 19-017 3865.0
HapKOTUYECKME BeLLLeCcTBa, MCUXOAKTUB

AHann3 Mo4n Ha L-kapHUTKH (cBOBOAHLIN 1 06 MIA) 06-190 4620.0
AHann3 Mo4n Ha aMMHOKUCAOTHI (31 Noka3aTenb) 06-226 5960.0
AHanM3 Mo4YM Ha auUNIKAPHUTUHbI 06-356 360.0
AHanM3 Mo4YM Ha opraHmyeckKme KUCsoThl 06-193 4300.0
AHanns mo4un no HeynnopeHko 02-002 490.0
AHanusbl 0na Bbibopa TaKTUKN TPEHNPOBOK 40-604 7840.0
AHann3bl 4NS XeHLWWH nepej NnpoTesnpoBaHnemM 40-611 3460.0
AHrnoTteHsunHoreH (AGT). BoissneHne mytaunm C521T (Thrl74Met) 18-012 1030.0
AHrnoTteHsunHoreH (AGT). BoissneHne mytaunm T704C (Met235Thr) 18-035 1090.0
AHIMOTEeH3NHNpeBpaLLaloLLni PepMeHT CbiIBOPOTKMN 13-050 2450.0
AHAPOreHbl, NIKOKOPTUKONObI, MUHEPASIOKOPTUKON I, MporecTareHbl, Nx 08-174 8910.0
npeawecTBEHHNKM U MeTabonnTsbl (13 no

AHOpPOreHsbl, rMIKOKOPTUKONAbI, MUHEPANOKOPTUKOUAbI, 3CTPOreHsbl, nporectareHsl, nx 08-176 13845.0
npepLwecTBeHHUKM n metabo

AHOpOreHbl, MIOKOKOPTUKOUALI, MUHEPAJIOKOPTUKOUAbI, SCTPOreHsbl, NporecrareHbl, X 08-175 11940.0
npefLlecTBEHHMKM N MeTabo

AHOpOreHbl, FNIOKOKOPTUKOUAbI, 3CTPOreHbl, NporectareHsl (4 NokasaTens) B C/lOHE 08-178 5455.0
AHOpoOreHbl N nx meTabonuTbl (8 NokasaTesnei), pacyieT COOTHOLLIEHUN 08-149 5250.0




Ha3BaHune aHann3a Kon LleHa (R)
AHIpPOreHbl N UX MeTaboNnTbI, pacyeT COOTHOLLUEHWUIA, SCTPOreHbl U nporectareHsl (12 08-150 10775.0
nokasaTtenen)

AHOPOCTEHANON FIIOKYPOHUL, 08-124 1765.0
AHOPOCTEHOMOH 08-014 1635.0
AHapogop-ckpuH, OHK kKonnyecTtBeHHo [pean-Ttanm MLUP] 09-173 2360.0
AHTUreH NJI0OCKOKIETOYHOM KapumHOMbI (SCCA) 08-057 2585.0
AHTUreH paka mo4eBoro nysseips (UBC) 08-145 2880.0
AHTUrennl cuctembl Rh (C, E, ¢, e), Kell - ¢heHOTUNMpPOBaHMe 13-145 1080.0
AHTUrpynnoBble aHTUTEesla CO CTaHAaPTHLIMU 3pUTpPoOLUTaMN 13-144 1525.0
AHTUKepaTuHOBble aHTUTenNa (AKA), IgG 13-025 2370.0
AHTUMIOINEPOBCKNIA FOPMOH 08-093 1750.0
AHTUHeNnpoHanbHble aHTuTenNa, IgG 13-167 4540.0
AHTUHYKNeapHble aHTuTena, IgG (aHTnu-Sm, RNP/Sm, SS-A, SS-B, Scl-70, PM-Scl, PCNA, 13-063 3745.0
dsDNA, CENT-B, Jo-1

AHTUHYKNeapHbI pakTop Ha HEp-2-kneTkax, IgG 13-045 1465.0
AHTVNEepuHyKNeapHbI akTop, 1gG 13-048 1130.0
AHTUpeTuKynnHoBble aHTUTena (APA), IgG n IgA 13-035 1730.0
AHTUCTpenTonnsuH O 06-007 680.0
AnTuTena (IgG) K T-nMMGpOTPONHOMY BUPYCY YesioBeka Tuna 1 n 2 07-131 1280.0
AHTUTena K Borrelia, IgG (uMMyHO610T) 07-181 3120.0
AHTuTena K Borrelia, IgM (uMmyHo610T) 07-180 3120.0
AHTnTena k Cytomegalovirus, IgG (vmmyHO6710T) 07-179 6135.0
AHTuTena kK Cytomegalovirus (IgG) c onpeneneHnem aBnLHOCTH 40-129 2200.0
AHTuTena K Epstein-Barr virus, 19gG (MMMyH0610T) 07-177 6320.0
AHTUTena K Epstein-Barr virus, IgM (uMMyHO610T) 07-176 6135.0
AHTUTena K Herpes simplex virus 1/2, IgG (mMMyH0610T) 07-183 6320.0
AHTTena K Herpes simplex virus 1/2, IgM (uMMyH06710T) 07-182 6320.0
AHTnTena k NMDA peuenTopy (ayTOMMMYHHbIN 3HUedanuT), IgG 13-128 4310.0
AHTuTena Kk NR2 cybveanHuue NMDA peuenTopa riiyTamMaTa B CbIBOPOTKE 13-166 2900.0
AHTuTena K Rubella virus, IgG (nMmmyHo610T) 07-178 5560.0
AHTuTena kK Saccharomyces cerevisiae (ASCA) knaccos IgA 13-108 1270.0
AHTuTena K Saccharomyces cerevisiae (ASCA) knaccos IgG 13-107 1270.0




Ha3BaHune aHann3a Kon LleHa (R)
AHTuTena kK Toxoplasma gondii (IgG) c onpegeneHnem aBUAHOCTMU 40-128 2100.0
AHTuTena K Vi-antureny Salmonella typhi 07-108 700.0
AHTUTena K ageHosupycy (Adenoviridae), IgA 07-172 1290.0
AHTTena K ageHosupycy (Adenoviridae), IgM 07-192 1320.0
AHTuTena K akeanopuHy 4 (NMO), IgG 13-115 2935.0
AHTUTena K aHHekcuHy V knacca IgG 13-119 1615.0
AHTUTena K aHHeKcuHy V Knacca IgM 13-120 1615.0
AHTUTENa K aHTUreHaM ayTOMMMYHHbIX 3aboneBaHNn NevyeHn (PacTBOPUMOMY aHTUMEHY 13-068 3665.0
neyeHu (SLA/LP), aHTuTe

AHT/TeNa K aHTUreHam KNeToK nog)kenynodHom xxenesbl (GAD/IA-2), 19G 13-116 1790.0
AHTUTEena K aHTureHam MmuenuHa, IgG 13-118 1655.0
AHTUTena K aHtTureny Scl-70 (AHTK-Scl-70) 13-158 1460.0
AHTUTEena K acnanornmkonpoTtenHoBomy peuentopy (ASGPR), IgG 13-097 1540.0
AHTTena K 6a3zanbHo membpaHe kKnybouka, 1gG 13-027 1815.0
AHTuTena Kk 6enky BP180, IgG 13-113 2340.0
AHTnTena k 6enky BP230, IgG 13-114 2395.0
AHTUTena K 6eTa-2-rAamKonpoTenNHy 13-024 1310.0
AHTuTena K 6eta-2-rankonpoTtenHy, IgG 13-146 1425.0
AHTUTena Kk 6eTa-2-rankonpoTeunHy, IgM 13-132 1470.0
AHTTeNna K 60KaNnoBUAHBLIM KNIeTKaM KueYvyHuka, IgG 13-110 2090.0
AHTUTena K Bupycy kpacHyxu (lgG) c onpeneneHmem aBnagHoCTu 40-501 1720.0
AHTUTena K Bupycy npoctoro repneca | n Il Tnnos (IgG) c onpeneneHnem aBUAHOCTMN 40-503 1560.0
AHTUTena K BHyTpeHHeMy (hakTopy KacTtna, IgG 13-083 1755.0
AHTuTena K Bo3byantento ctonbHsaka (Clostridium tetani), IgG 07-104 1050.0
AHTUTEnNa K rmcTtoHam 13-160 1460.0
AHTNTEnNa K rnaBHOMy 6enKy Hapy>XHO meMbpaHbl MOMP n 07-203 900.0
mMembpaHoaccoumpoBaHHoOMY nnasMmuaHomy benky Pgp3 C

AHTUTEena K rnagkmum MbiliL,am 13-031 1760.0
AHTUTena K rnnaguny, IgA 13-017 1090.0
AHTUTena K rnnaguHy, lgG 13-018 1090.0
AHTUTena K rnytamataekapbokcunase (aHTu-GAD), IgG 13-089 1765.0
AHTuTena K gsycnupanbHon OHK IgG, BbicokoCcneunrYHbIN MeTo, 13-102 1290.0




Ha3BaHune aHann3a Kon LleHa (R)
AHTuUTena kK gByxuenoyeyHonm OHK (aHTn-dsDNA), IgG 13-007 1290.0
AHTUTEnNa K e3aMMHUPOBaHHbIM MenTnaam rnmaguHa, IgA 13-133 1810.0
AHTUTEenNa K Ae3aMMHNPOBaHHbLIM NMenTuaam rnvagunHa, 1gG 13-134 1825.0
AHTUTena K gecmorneunHy-1, IgG 13-111 2375.0
AHTUTena K gecmorneuHy-3, 1IgG 13-112 2360.0
AHTUTEena K gecMmocomMmaM Koxu, 1gG 13-036 2340.0
AHTUTena K nHcynuuy, IgG 13-008 1200.0
AHTUTEena K kancngHomy aHtureny (VCA) Bupyca 3nwTenHa - bapp (I1gG) ¢ 40-502 2240.0
onpeaeneHneM aBuagHOCTH

AHTUTEenNa K KapanonmnuHy, IgA 13-154 1435.0
AHTUTena K kapanonunuHy, IgG 13-130 1430.0
AHTUTena K kapanonunuHy, IgG n IgM 13-047 2710.0
AHTUTena K Kapauonunuyy, IlgM 13-131 1430.0
AHTUTEna K kneTkam cocyguctoro aHgotennsa (HUVEC), IgG 13-029 1880.0
AHTNTEnNa K KopoHaBupycy SARS-CoV-2 (COVID-19), HykneokancugHein (N) 6enok, 1gG, 07-212 791.0
Ka4yeCTBEHHO (BbICOKO4Y

AHTUTena K KopoHaBupycy SARS-CoV-2 (COVID-19), cnankoBbin (S) 6enok, IgG, 07-208 690.0
KayecTBEHHO

AHTUTEnNa K kopoHaBupycy SARS-CoV-2 (COVID-19), cnankoBsbiii (S) 6enok, IgM, 07-209 790.0
Ka4yeCTBEHHO

AHTTenNa K KopoHaBupycy SARS-CoV-2 (COVID-19), cnankosbl (S) 6enok, IgM, 07-216 650.0
Ka4yeCTBEHHO 1 CManKoBbIl (S)

AHTuTena knacca IgG k 6enky Tennosoro woka Chlamydia trachomatis (Anti-cHSP60-IgG) | 07-170 1000.0
AHTUTena K amMdoumTamMm MeToAOM HENPAMON MMMYHOMII0OPeCcLLeHL NN 13-147 1785.0
AHTUTena K mmenonepokcupase (aHTn-MPO), IgG 13-053 1295.0
AHTUTENa K MMKpoCoOMasibHOM hpakumnm nevyeHn n novek (aHTu-LKM) 13-022 1775.0
AHTUTena K Mnokapay, 1gG 13-038 1335.0
AHTUTENa K MMTOXoHApPUAM (AMA) 13-021 1840.0
AHTUTENa K MblleYyHo-cneumnpmnieckon Tupo3mHknHase (MUSK), I1gG 13-148 5535.0
AHTUTEenNna K Hykneocomam knacca lgG 13-093 1305.0
AHTUTENa K 0OBapuaibHbIM (T€KaIbHbIM) @aHTUFEHaM 13-001 2110.0
AHTUTena K ogHouenove4yHonm OHK (aHTn-ssDNA), IgG 13-090 1280.0
AHTUTENa K OCTPOBKOBLIM KJleTKaM MoA)xenyno4Hon xenessbl, IgG 13-016 1705.0




Ha3BaHune aHann3a Kon LleHa (R)
AHTUTEnNa K napmeTanbHbiM (0O6KNaA04YHbIM) KJIETKaM »Xenyaka 13-030 1760.0
AHTUTEna K nonnommennty, lgG 07-201 1892.0
AHTUTena K npotenHase-3 (aHTn-PR-3), IgG 13-054 1295.0
AHTUTena K peuentopam TIT (aHTn-pTTI) 13-010 1895.0
AHTUTena K peuenTtopy ocdonmnasbl A2 - AnarHocTka membpaHo3Hon HedponaTuu, 13-106 3295.0
19G

AHTUTena Kk Clq dhakTopy KOMMsemeHTa, IgG 13-028 1880.0
AHTUTEenNa K CkeneTHbIM MblwuaMm, IgG 13-039 1420.0
AHTUTEenNa K cnepmaJsibHbIM aHTUreHam (B KpoBU) 13-003 1540.0
AHTUTEeNa K cCnepMaJsibHbIM aHTUreHam (B criepme) 13-004 1510.0
AHTUTEnNa K CTeponanpoayLmnpyoLnM KneTkaM Haanov4eyHuka 13-041 1465.0
AHTUTEnNa K CTeponanponyLumnpyoLLnM KleTkaM amnydKa 13-043 1530.0
AHTUTENa K CTPYKTYPHbIM U HECTPYKTYPHbIM Benkam Bupyca renatmta C 07-010 1010.0
AHTTEnNa K TUpeornobynnnHy (aHTuTr) 13-087 840.0
AHTUTena K Tupeonepokcugase (aHTuUTIO) 13-088 760.0
AHTUTena K Tnpo3unHdocdaTase (IA-2), 1IgG 13-117 1805.0
AHTUTENa K TKaHeBOW TpaHCrayTaMuHase, IgA 13-034 1360.0
AHTUTEeNa K TKaHeBOW TpaHCrayTaMuHasze, IgG 13-033 1240.0
AHTUTena K TpomboumTam, IgG 13-082 3405.0
AHTUTEnNa K hochaTnanacepuH-npoTpombmHoBomMy komnnekcy (PS-PT) knaccos IgGAM 13-104 1400.0
CyMMapHO

AHT/TENa K XOPUOHNYECKOMY FOHaAoTPONuHy Yyenoseka (aHTu-XIMY IgG n antu-Xry lgM) 13-151 1360.0
AHTuTena K ueHTpomepam (CENP-B) 13-161 1620.0
AHTUTENa K LMKINYeCcKoMy LUUTpYyJIIMHCcoaepXalemy nentuay, IgG 13-014 1765.0
AHTUTENa K UnuTOona3MaTUYECKOMY aHTUreHy Jo (AHTK-)Jo) 13-159 1460.0
AHTUTEnNa K yutonaasMmaTnyeckomy aHtTmreny SS-A(RO) (AHTM-Ro/SS-A) 13-155 1440.0
AHTUTEna K uutonnasMaTnyeckomy aHTureny SS-B(La) (AHTuK-La/SS-B) 13-157 1520.0
AHTUTena K uMTonnasme HenTpodunaos, IgG (c onpepeneHnemM Tuna cBeYeHUS) 13-052 2645.0
AHTUTena K uMTonsasmMme HenTpoduaos knacca IgA (AHLIA) 13-109 1305.0
AHTUTEnNa K LMTPYUIMHUPOBAaHHOMY BUMEHTUHY (aHTKU-MCV), IgG 13-026 1665.0
AHTUTENa K 3K30KPUHHOM YaCTu MOAXKENyA04YHON xenesbl, IgG 13-126 1340.0
AHTUTEnNa K akcTparnpyemomy sagepHomMmy aHtTureHy (ENA-ckpuH) 13-046 1245.0




Ha3BaHune aHann3a Kon LleHa (R)
AHTUTEnNa K 3KCTparmpyembiM S4epHbIM aHTureHam RNP/Sm 13-156 1510.0
AHTUTEena K aHgoMmunsnio, IgA 13-032 1515.0
AHTVUTenNa K annaepmanbHon 6azansHon MmembpaHe, IgG 13-037 2335.0
AHTUTena K agepHbiM aHTUreHam (ANA), CKPUHWHI 13-015 1015.0
AHTUTPOMOMH I 03-002 660.0
AHTUdochonmnnaHele anTuTena lgG 13-019 1150.0
AHTUOChonnnNnaHeble aHTuTena IgM 13-013 1275.0
AnonunnonpoTtenH A 1 06-009 710.0
AnonunnonpoTenH B 06-008 720.0
Apununpason 15-016 3425.0
ACMMMETPUYHbBIN ANMEeTUNAPTrUHUH 06-238 6080.0
AcnapTaTammnHoTpaHcdepasa (ACT) 06-010 320.0
AccoumnmnpoBaHHbIN ¢ 6epeMeHHOCTbIO NpoTenH A nna3moel (PAPP-A) 08-126 1080.0
ATEpPOCKPUH ONTUMabHbIN 40-141 2050.0
AueTaMuHodeH (napaueTamon) 15-039 3640.0
Bba3oBble Buoxnmmyeckne nokasaTenu 40-498 2540.0
ba3odunnbHasa 3epHUCTOCTb SPUTPOLIUTOB 02-036 600.0
BanaHc aHgporeHos 40-121 2960.0
Bapwuin B BONOCax 06-363 1050.0
bapuin B moye 06-362 1050.0
bapuin B HOrTax 06-364 1050.0
Bapuin B cbiIBOpOTKE 06-361 1050.0
benkoBble (hpakunm B CbIBOPOTKE 06-011 660.0
Benok S-100 08-135 3015.0
benok beHc-[)KoHCa B MO4e, KOJINYECTBEHHO (MMMYHOMUKCaALNA MOYI) 13-101 3935.0
Benok obwuii B NnuKBOpE 06-060 380.0
Benok obwuin B Mmoye 06-038 370.0
Benok obwuin B CbIBOPOTKE 06-035 370.0
BepemMeHHOCTb - Il TpUMecTp 40-051 9870.0
BepemMeHHOCTb - Il TpuMecCTp 40-050 1870.0
bepemMeHHOCTb - | TpUMecTp 40-049 15990.0




Ha3BaHune aHann3a Kon LleHa (R)
BepeMeHHOCTb - MNpeHaTaNbHbI CKPUHUHT TpucoMui Il TpumecTpa bepeMeHHoCTH, 40-007 2540.0
PRISCA

BepeMeHHOCTb - NpeHaTaslbHbIN CKPUHUHE TpucoMuii | TpumecTpa 6epeMeHHOCTH 40-006 1880.0
(cnHpgpom LayHa), PRISCA

Bepunnnnm B Bonocax 06-286 1050.0
Bepunnnn B move 06-285 1050.0
Bepunnnin B HorTax 06-287 1050.0
bepunnnn B CbiIBOPOTKE 06-284 1050.0
beTa-2-MukpornobynuH B Mo4e 08-019 1480.0
BbeTa-2-MukpornobynuH B CbIBOPOTKE 08-018 1475.0
BeTa-CrossLaps (Mapkep KOCTHOI pe3opbumnn) 06-001 1500.0
beTa-kapoTuH 06-187 2480.0
BeTa-cybbenmHmLa XOpMOHNYECKOro roHaA0TpOoNnHa YenoBeka (beta-XIr4y) 08-020 550.0
BnkapboHaT 06-447 520.0
BnnnpybuH n ero dppakuymm (06Wmin, NPIMoON N HeNPAMon) 40-120 320.0
BunnpybunH obwmnn 06-036 390.0
BunnpybuH npsamon 06-037 390.0
BuoreHHble aMuHbI: afipeHannH, HopaapeHanuH, oPaMUH, CEPOTOHUH U UX 08-179 7485.0
MeTWAnpoBaHHble MeTabonuTbl (MeTaHed

Brnosnormyecknin puck npuemMa ropMoHaJsibHbIX KOHTPaLEenTUBOB 42-006 2090.0
Broxummnsa pna ®ubpo/AkTnTecTt 40-623 3240.0
Broxumunsa gns ®mubpoMakc 40-622 4510.0
BucceHon A, TpuknosaH, 4-HOHUAGEHON (TOKCUHbBI U3 NAACTMacC, FMrmeHN4YecKnx 19-020 2985.0
CpencTB, MOWLNX CPEeACTB, 31

bop B BoNoCax 06-195 1050.0
bop B Moye 06-123 1050.0
Bop B HOrTax 06-279 1050.0
Bop B cbiBOpOTKE 06-085 1050.0
BbITOBbLIE anneprexsbl 40-537 10860.0
BanbnpoeBas Kucnota 15-001 2040.0
BaHanoun B Bonocax 06-397 1050.0
BaHaaunm B mo4e 06-396 1050.0




Ha3BaHune aHann3a Kon LleHa (R)
BaHagowun B HOrTaX 06-398 1050.0
BaHagun B CbIBOPOTKE 06-395 1050.0
BaHKOMULUNH 15-037 3640.0
Bupyc Kknewesoro sHuedanuTa, IgG 07-093 830.0
Bupyc knewesoro saHuedanuta, IgM 07-092 830.0
Bupyc kopwu, IgG (Measles Virus, IgG) 07-033 960.0
BupycHble renaTunTbl. [NepBnyHas guarHoCTMKa 40-080 2260.0
BupycHbin renatut A. KOHTPOb 3hheKTUBHOCTM NOC/IE NeYyeHns 40-081 2190.0
BupycHbii renatut A. O6cnegoBaHne KOHTaAKTHbIX UL 40-082 1130.0
BupycHbii renaTtuT B. AHanm3bl nepen BakUnHaumnen 40-083 1000.0
BupycHbin renatuT B. KOHTPOAb akKTUBHOCTY BMpYCa Nepen HavyasloM NevyeHuns 40-085 5650.0
BupycHbin renatuT B. KOHTPOAb aKTMBHOCTY BMpYCa Nocae fedyeHuns 40-086 7250.0
BupycHbin renatuT B. 3¢ heKTNBHOCTL NMPOBEAEHHOW BaKLIMHALMN 1 onpeaeneHne 40-089 890.0
HeobXxoANMOCTN peBaKUMHaUUN

BupycHbii renatuT C. AHanu3bl ANa NepBUYHOIo BbiiBeHMs 3aboneBaHms. 40-094 1600.0
Ob6cnenoBaHMe KOHTaAKTHbIX UL

BupycHbin renatuT C. AHaAn3bl Nnepes Ha4ya oM fieveHuns 40-091 5670.0
BupycHbin renatut C. KOHTPO/Ib aKTUBHOCTW BMpPYCa BO BPEMS M NOCE NIeYeHns 40-092 4190.0
BupycHbin renatuT B. O6cnenoBaHne Ons UCKOYEHWS BUpYyCa renaTtuTa B, B Tom yncne | 40-087 1000.0
Y KOHTaKTHbIX NnL,

BupycHbin renatut B. O6cnepnoBaHmne npu Nogo3peHnn Ha cyneprnHgekunto renatnuTa 40-084 7030.0
B+D B uenax onpeneneHns chopmbl U cTagnmn 3abonesaHusn

BupycHbin renatut B. OnpegenexHune gopmbl 1 cTagmm 3aboneBaHuns 40-088 5340.0
BupycHbin renatut . O6cnenosaHmne npy NOSO3PEHUN Ha BUPYCHbIN renaTtuT [ 40-344 1710.0
BucmyT B BOoJs10Cax 06-435 1050.0
BucmyT B Moye 06-434 1050.0
BucmyT B HOrTAax 06-436 1050.0
BucmyT B CbIBOPOTKE 06-433 1050.0
Butamux B2 (pnbocnasuH) 06-217 2520.0
BuTtamuH B2 (®AL) 06-313 2720.0
ButaMmuH B3 (HMaUWH, HUKOTUHAMWUA,) 06-218 2520.0
BuTtamunH B6 (nnpmnpokcanb-5-cpoccar) 06-104 2760.0




Ha3BaHune aHann3a Kon LleHa (R)
BuTtamuH B7 (6UOTUH) 06-277 2515.0
ButamuH B9 (dponnesasn kncnota) 06-043 1240.0
ButamuH D, 25-rngpokcu (kanbuundepon) 06-106 1930.0
ButamuH D, 25-rugpokcun (kansumdepon), BIXX-MC/MC 06-312 3515.0
ButamuH A (petnHon) 06-101 2600.0
ButamuH B12, akTuBHbIN (XonoTpaHckobanamMnH) 06-311 1730.0
BuTamuH B12 (unaHokobanamuH) 06-012 1000.0
BuTamunH Bl (TnamumH) 06-102 2520.0
ButamuH B5 (naHToTEeHOBas KucsioTa) 06-103 2520.0
ButamuH E (Tokodepon) 06-107 2540.0
ButamnH K2 06-441 2390.0
ButamuH K - pegyktasa (VKORC1). BeissneHne mytaumm G(-1639)A (perynatopHas 18-016 1030.0
obnacTtb reHa)

ButamuH K (pnnnoxmHoH) 06-108 2520.0
ButamuH C (ackopbuHoBas KncnoTta) 06-105 2510.0
BuTaMnHbl 1 MUKPO3JIEMEHThI, BJINAIOLLME Ha COCTOSAAHME XeJlyLO4YHO-KULWeYyHoro Tpakta | 06-254 11130.0
(K, Mg, Fe, Zn, BuTamuHsbl K, D, B1, B5)

BuTaMuHbl 1 MMKPO3JIEMEHTbI, BJUAIOLLIME Ha COCTOSAHME XKEHCKON PeENpPOAYKTUBHOMN 06-247 28210.0
cuctewmsl (Fe, Cu, Zn, Se, Ni, Co, Mn, Mg, Cr, Pb, As, Cd, Hg, BuTamutsbl A, C, E, omera-3,

omera-6 XXupHble€ KNCNOThbI)

BuTaMuHbl 1 MUKPO3JIEMEHThI, BJINAIOLLME Ha COCTOAAHME KOXW, HorTen, Bosoc (K, Na, Ca, | 06-244 26630.0
Mg, Fe, Cu, Zn, S, P, BuTamuHsbl A, C, E, B1, B2, B3, B5, B6, B9, B12)

BuTaMuHbl 1 MMKPO3J1IEMEHTbI, BJUAIOLLIME Ha COCTOSAAHME KOCTHOoM cuctemsbl (K, Ca, Mg, Si, | 06-245 12280.0
S, P, Fe, Cu, Zn, Butamunsbl K, D, B9, B12)

BuTaMunHbl 1 MUKPO3JIEMEHThI, BUAIOWMNE Ha COCTOAHNE MY>XXCKOW penpoayKTUBHON 06-248 13550.0
cuctemsl (Se, Zn, Mn, Ni, Cr, Fe, Co, BuTamuHbl A, C, B9, B12)

BuTaMuHbl 1 MUKPO3JIEMEHThI, BINAIOLLME Ha COCTOAAHME MblweYyHon cuctemsl (K, Na, Ca, | 06-246 8300.0
Mg, Zn, Mn, BuTamuHsl B1, B5)

BuTaMuHbl 1 MMKPO3JIEMEHTbI, BJNAIOLLIME Ha COCTOSAAHME HepBHOWM cuctemsbl (Ca, Mg, Cu, 06-252 14170.0
P, BuTamuusbl E, B1, B5, B6, C)

BuTaMunHbl 1 MUKPO3J/IEMEHThI, BJINAKOWMNE Ha COCTOAHNE CEPAEYHO-COCYANCTON cuctembl | 06-249 14560.0
(K, Na, Ca, Mg, P, Fe, Zn, Mn, Cu, BuTamunHbl B1, B5, E, B9, B12)

BuTaMnHbl 1 MUKPO3JIEMEHThI, y4aCTBYIOWME B PEryasaumm aHTUOKCUAAHTHON CUCTEMBbI 06-242 32680.0

(Fe, Cu, Zn, Se, S, Co, Mn, Mg, ButamuHsbl A, C, E, K, B2, B5, B6, omera-3, omera-6
XKNPHble KUCOThI)




Ha3BaHune aHann3a Kon LleHa (R)
BuTaMunHbl 1 MUKPO3JIEMEHTLI, YH4aCTBYHOLLMNE B PErYAAUNN BblOeNUTEeNbHON cucTemsl (K, 06-253 5740.0
Na, Ca, Mg, BuTamuHbl B6, D)

BuTaMuHbl 1 MUKPO3JIEMEHThI, Y4aCTBYIOLWME B pPerynsaumm eTOKCUKaumMoHHon cucteMmel | 06-243 20450.0
nedvenu (Fe, Mg, Mo, Zn, S, Butamuusbl A, C, B1, B3, B5, B6, B9, B12)

BuTaMuHbl 1 MMKPO3JIEMEHTbI, y4aCTBYlOWME B perynaumm nMMmyHHon cuctemsl (Fe, Cu, 06-241 26150.0
Zn, Cr, Mn, Se, Mg, Hg, Ni, Co, Li, Butamunebl C, E, A, B9, B12, B5, B6, D)

BuTaMunHbl 1 MUKPO3JIEMEHTLI, YH4aCTBYIOLLIME B PErYASLUNN CUCTEMBbI KpoBeTBOopeHus (Fe, | 06-255 27700.0
Ca, Mg, Co, Cu, Zn, Mo, ButamunHbl B9, B12, K, B6, B5, D, E, omera-3, omera-6 »XnupHbie

KNCNOThI)

BuTamMuHbl 1 MMKPO3JIEMEHTbI, YH4aCTBYIOLLME B Perynsaunm @yHKLUM Noaxxenyao4Hom 06-250 10900.0
»xenesbl 1 yrnesogHoro obmena (Cr, K, Mn, Mg, Cu, Zn, Ni, BuTamunHbl A, B6)

BuTaMuHbl 1 MMKPO3/JIEMEHTbI, yH4aCTBYOWME B perynaumm hyHKLUN LINTOBUAHON 06-251 6000.0
xenesbl (I, Se, Mg, Cu, BuTamuH B6)

B-numdouunTbl, % n abcontoTHoe konmyecTso (CD19+ numdounTsl, B-cells, Percent and 20-081 2660.0
Absolute)

BopopacTBopumMble BUTamuHbl (B1, B5, B6, C) 06-188 9680.0
BoN4aHOYHbIA aHTUKOAryNAHT 03-004 1260.0
Bonbdpam B Bonocax 06-379 1050.0
Bonbgpam B Move 06-378 1050.0
Bonbdpam B HOrTAX 06-380 1050.0
Bonbdpam B CbIBOPOTKE 06-377 1050.0
BblyncneHne 3Ha4eHU NokasaTenen NnporHocTnyeckmx mogenen MELD n MELDNa 40-625 1500.0
BbKMBAEMOCTW NauMeHTa C TepMUHaIbHOW CTaAnen XPOHMYeCcKoro AnddysHoro

3aboneBaHnA neveHn

BbisBneHne aytonmmyHHon natonorum (LMK IgG-Clqg n CH-50) 13-142 3370.0
BbisBneHne 61Monornyeck onTuMasbHON 003bl MpUeMa npenapaTta BappapurHa 42-017 3120.0
BoisiBneHne reHa RHD nnopa B KpoBu MaTepu. Pesyc-thakTop naopaa 42-102 6860.0
BbisiBNieHne reHa ructocosmectumMmoct HLA-B27. OnpepeneHne npeapacrnosioxXeHHOCTU 42-087 2465.0
K pa3BUTUIO CNOHAU0apTpon

BoissneHne mytaunm 1100delC n IVS2+1G>A B reHe CHEK2 18-139 1760.0
BbisBneHne myTaumnim reHa BRAF B TKaHsAX onyxonen 12-298 6910.0
BoisiBneHne myTtaummn reHa c-KIT B TKaHSAX onyxosen 12-299 6910.0
BoisiBneHne myTaumin reHa EGFR B TKaHsAX onyxoJien 12-297 6910.0
BbisBneHne myTaunn reHa KRAS B TKaHAX onyxonen 12-295 6910.0
BoisBneHne mytaunin reHa MET B TKaHsAX onyxonen 12-301 7510.0




Ha3BaHune aHann3a Kon LleHa (R)
BoisBneHne myTaumnim reHa NRAS B TKaHAX onyxosien 12-296 6910.0
BoisBneHne myTtaumin reHa PDGFRa B TKaHAX onyxonen 12-300 8255.0
BoisiBneHne myTtaumm reHa PIK3CA B TKaHSAX onyxoJsien 12-302 11780.0
BbisBneHne myTaunn reHa POLE B TKaHAX onyxonen 12-303 8500.0
BoisBneHne myTaunii reHa TERT B TKaHsX onyxosen 12-304 7510.0
BbisiBieHWe cTpecca 1 ero ctagum 40-649%** 5925.0
Fannwin B BONOCaxX 06-316 1050.0
Fannuin B Mo4e 06-315 1050.0
Fannuin B HOrTAX 06-317 1050.0
Fannuin B CbIBOPOTKE 06-314 1050.0
Fanonepngon 15-025 3425.0
FaMma-ralTaMmmnTpaHcnenTugasa (ramma-I'm) 06-013 380.0
FranTornobuH 06-077 850.0
FactpwuH 08-071 1455.0
FacTponaHens 40-504 6000.0
FacTponaHens (co cTumynaumnen) 40-532 6000.0
FacgHM B BOSIOCax 06-401 1050.0
FagHmMn B Moye 06-400 1050.0
FagHUM B HOrTAX 06-402 1050.0
FagHuM B CbIBOPOTKE 06-399 1050.0
leH rnnkonpoTenHa P ABCB1 (MDR1). l'eHoTunupoBaHue no mapkepy ABCB1 (C3435T) 18-143 970.0
FeHeTn4yeckas rmcToOCOBMECTMMOCTbL NapTHEpPOB 42-035 22865.0
FeHeTn4yeckasa anarHocTuka beta-Tanaccemum n remornobnHonaTmm (MyTaumm B reHe 42-111 10405.0
HBB)

FeHeTn4yeckas AnarHoCcTuka Mykosmcumaosa. AHanm3 reHa CFTR (28 myTauunn) 42-032 20150.0
FeHeTnYeckas AMarHOCTUKa HacnenCcTBeHHbIX opM 6one3Hn MNapKUHCoHa 42-093 9075.0
leHeTn4yecKasa AnarHoCcTuka peHnnKeToHypun. AHanms3 reHa PAH 42-103 21880.0
FeHeTnyeckunin nacnopTt «KpacoTa n Mono[ocThb (34 reHa)» 42-109 23055.0
FeHeTnyeckunin nacnopT «OcobeHHOCTN NUTaHUA N cnopT (7 reHos)» 42-106 9715.0
FeHeTnyecknii nacnopT «Pa3Butune pebeHka (12 reHos)» 42-105 14565.0
FeHeTnvyecknnm nacnopT «PaunoH nutaHus n cnoptT (17 reHoB)» 42-110 19415.0




Ha3BaHune aHann3a Kon LleHa (R)
FeHeTn4YeCcKnn NacnopT «IKCMEPTHLIN NoAXon K 340p0Bbio (55 reHoB)» 42-108 42460.0
FeHeTnYeCKni puCcK pasBuTNa rMNepToHNN 42-003 8650.0
FeHeTUYeCcKnin puck passmuTus Tpombodunanm 42-009 4160.0
FeHeTunYecKnin puck passnuTnsa Tpombodrnanm (paclimMpeHHbIn) 42-010 11550.0
FeHeTn4eckoe obcrienoBaHne Ha 60s1e3Hb [eHTUHIrToHa B reHe HTT 42-053 4860.0
FeHeTnyeckoe obcnepoBaHme Ha 6onesHb KeHHeaun (cnnHanbHasa un 6ynbbapHasn 42-050 5005.0
MbilleYyHas aTpodusa) B reHe AR

FeHeTuveckoe obcnenoBaHne Ha reHTUHIToOHoNofobHoe 3aboneBaHne 2 TuNa B reHe 42-054 4410.0
JPH3

FeHeTuvyeckoe obcnenoBaHue Ha reHTUHrToHonoaobHoe 3abonesaHune 4 Tnna B reHe TBP | 42-055 3385.0
FeHeTn4yeckoe obcnepoBaHne Ha AeHTaTopybpo-NannnaontoncoBy aTpoduio B reHe 42-056 3385.0
ATN1

FeHeTn4yeckoe obcnenoBaHe Ha MUOTOHMNYECKYO aAncTpoduto 1 Tuna B reHe DMPK 42-051 4965.0
FeHeTnYyeckoe obcnegoBaHMe Ha MMOTOHNYECKYO AnCcTpoduto 2 Tuna B reHe CNBP 42-052 4520.0
FeHeTnYyeckoe yCcTaHoBJIeHMe 6IM3KOro poacTBa (AAAA/TeTA - MAEMAHHUK/NIEMAHHNLA; 17-032 24780.0
6abylwKa/oenyLika - BHyK

feHeTMYecKoe yCTaHOBNEHME OTLOBCTBa/MaTEPUHCTBA (2 yHacTHMKa: pebeHoK v 17-001 15510.0
npeanoslaraembin poanTesb)

FeHeTnYeckoe yCTaHOBJIEHME OTLOBCTBA/MaTePMHCTBA (3 y4acTHUKa: pebeHok, 17-003 16910.0
6e3ycNoBHbIN poanTenb, Npennon

FeHeTnYeckoe yCTaHOBJIEHME POACTBA MO XKEHCKOM NMMHUKN Npun ftobon AanbHOCTU 17-005 35910.0
poacTtea, MTOHK (2 y4yacTHuMKa:

FeHeTn4yeckoe yCTaHOBJIEHME POACTBA MO MY>XCKOW JIMHUN, TECTUPOBaHME Y-XPOMOCOMbI 17-006 15910.0
(2 y4acTHuKa)

FeHeTn4yeckoe yCTaHOB/IEHNE POOCTBa, TECTUPOBaHME X-XPOMOCOMBbI (2 17-034 17410.0
yyacTHuKa:6abylikKa no AMHMM OTua - BHY

FeH nHTepnenknHa 28B, Il knacc UMTOKUHOBLIX peuenTopos (IL28B). BeisBrieHue 18-007 1740.0
MyTauum g.39738787C>T (rsl2

FeH nHTepnenknHa 28B, Il knacc UMTOKNHOBLIX peuenTopos (IL28B). BrisiBneHune 18-083 1550.0
MyTauum g.39743165T>G

FeH MCM6. NccnepoBaHue reHeTmndeckoro mapkepa C(-13910)T (perynatopHasa obnacTb 18-013 1845.0
reHa LAC)

FeHogmarHocTmka Z u S annenen npu anbga-1 aHTUTPUNCUHOBON HEAOCTATOYHOCTH 42-089 2730.0
FeHogmnarHocTmnka 6onesHn BunbcoHa-KoHoBanoBa (MyTauum reHa ATP7B) 42-088 8930.0
FeHognarHocTmnka 6onesHn ®abpu (reH GLA) 42-078 8705.0




Ha3BaHune aHann3a Kon LleHa (R)
FeHoOmarHoCTMKa HacneaCTBEeHHOW runepxonecrtepnHemun (reH APOB100) 42-097 7910.0
FeHoOmarHoCTMKa HacneaACTBEHHOW runepxonecrtepmHemun (red LDLR) 42-095 13095.0
FeHoOmarHoCTMKa HacneaACcTBEHHOM runepxonectepnHeMmun (reH PCSK9) 42-096 10230.0
FeHoAnarHoCTUKa oKynodapuHreasbHON MMoANCTpodumn 42-080 4580.0
FeHooMarHoCTMKa pe3ncTeHTHOCTU K Tepanuu renaTtuta C Tunos 1a, 1b, 3 (NS3, NS5A, 42-098 12050.0
NS5B)

FeHopmarHocTmka cmHgpoma MEN 1, 2A, 2B n ceMeNHOro paka LWMUTOBUAHOW »Kese3bl 42-091 13010.0
FeHoOmarHoCTMKa CMHAPOMA ayTOCOMHO-OOMMHAHTHOW apTepuonaTum 42-077 11645.0
LUAOACWII/CADASIL (reH NOTCH3)

FeHoAMarHoCTMKa CNMHaIbHOM MblleYyHon aTpodun (reHbl SMN1 n SMN2) 42-079 6610.0
FeHoTunuposaHue HLA-Cw6 npu ncopunase 42-100 3885.0
FeHoTunupoBaHme reHa PNPLA3 npun HeankKorosibHOW XNUpoBon 601e3HM nevyeHn 42-090 3750.0
FeHoTUNMpPOBaHME MUKPOCATENNTHOW HecTabunbHOCTN B BroncminHom matepuana (MSI) | 12-306 5860.0
eH paka mono4Hom xenesbl 1 (BRCAL). BoissneHne mytaunm 185delAG (HapyweHne 18-001 1010.0
CTPYKTYpbl 6enka)

eH paka Mono4Hou xenesbl 1 (BRCAL). BoisiBneHne myTauumm 2080delA (HapyLlweHue 18-082 1010.0
CTPYKTYpbl 6enka)

eH paka mosio4HoM xenesbl 1 (BRCAL). BoissneHne mytaunm 3819delGTAAA 18-079 1010.0
(HapyweHune cTpyKTypbl 6enka)

eH paka mono4Hom xenesbl 1 (BRCAL). BoissneHne mytaunm 3875delGTCT (HapyweHne | 18-080 1010.0
CTPYKTYpbl 6enka)

eH paka Mono4Hou xenesbl 1 (BRCAL). BoisiBneHne myTaumm 4153delA (HapyLweHue 18-002 1070.0
CTPYKTYpbl 6enka)

eH paka mosio4HoM xenesbl 1 (BRCAL). BoissneHune mytauum 5382insC (HapyweHne 18-003 1070.0
CTPYKTYpbI 6enKa)

eH paka mono4Hom xenesbl 1 (BRCAL). BoissneHne mytaunm T300G (HapyweHne 18-081 1010.0
GyHKUMKN Benka)

eH paka Mono4HOM xenesbl 2 (BRCA2). BuisiBneHne myTaumm 6174delT (HapyweHune 18-005 1070.0
CTPYKTYpbl 6enka)

[eHTamMmuuunH 15-038 3640.0
FrencnonH-25 06-276 9705.0
FepmMaHnin B BONOCaX 06-320 1050.0
FepMaHnin B Move 06-319 1050.0
FepMaHUi B HOFTAX 06-321 1050.0
FepMaHuiA B CbIBOPOTKE 06-318 1050.0




Ha3BaHune aHann3a Kon LleHa (R)
rmbpugmnsaums In Situ (FISH, CISH, SISH) - ¢ npuMeHeHueM 1 30Haa 12-146 30330.0
rmbpugunsaums In Situ (FISH) - ¢ npyMeHeHnem 1 30Haa 12-273 69828.0
fMcTamMunH B KPOBU 06-189 2920.0
fncTtamMnH B Moye 06-360 2315.0
Mmcto-FISH-aHanu3 £(11;14)(q13;932) Ha napadnHOBbIX Cpe3ax 12-123 13405.0
FncTo-FISH-aHanus Bcex cneundumnyecknx abeppaumn Ha NnapaMHOBLIX Cpe3ax 12-120 14485.0
MncTto-FISH-aHanus nepectpoek BCL2 reHa Ha napadnHOBbLIX Ccpe3ax 12-124 13405.0
mcToFISH aHanns nepectpoek reHa BCL-6 Ha napadunHoBLIX cpe3ax 12-121 13405.0
FncTto-FISH-aHanu3 TpaHcnokaunm t(2;5)(p23;935) Ha napaduHoBbIX cpe3ax 12-122 12930.0
FwcTonornyeckoe nccnenosaHue: PAS-peakums c obpaboTkon cpesa anactason 12-202 7983.0
FncTonornyeckoe nccnenoBaHme acnMpaumMoHHOro 6uoncnmHoro Mmatepmnana (KnetoyHoin = 12-182 2868.0
650K), 1wT.

FvcTonornyeckoe nccnenoBaHmne 6GUONCUIAHOIO MaTepuana KoCcTen (N XpaLLeBon TKaHW) 12-229 9843.0
FvcTonornyeckoe nccnenoBaHue 6GUoNcMMHOro MmaTtepmnana nMmgoy3soB 12-230 9378.0
FmcTonornyeckoe nccnenoBaHne 6GUONCUNHOIO MaTepmasna MOYEBbLIBOAALLNX NyTeENR 12-222 4682.0
'mcTonornyeckoe nccnegosaHne 6GUONCMAHOrO MaTepuasa NoAoCTM PTa, A3bIKa, 12-221 4682.0
HOCOTI IOTKW, CJIIOHHBIX Xees

FncTonornyeckoe nccnenosaHne 6GUONCMNHONO MaTepmnana TKaHe cycTaBa 12-228 4682.0
FvcTonornyeckoe nccnenoBaHne 6GUONCMNHOro MaTepmnana TkaH 3abproLLINHHOIO 12-227 4682.0
NPOCTPaHCTBa

FmcTonornyeckoe nccnenoBaHne 6GUONCUMNHOIO MaTepuana amyvek 12-225 4682.0
mcTonornyeckoe nccnepgosaHne 6GUONCMNHOro (onepaumMoHHOro) MmaTtepuana 1 rpynnbl 12-061 2920.0
FmcTonornyeckoe nccnenoBaHne 6GuoncnmMHOro (onepaunoHHOro) MaTepuana 2 rpynnei 12-062 3035.0
FncTonornyeckoe nccnenosaHne 6GuoncnnHoOro (onepaunoHHOro) MmaTepuana 3 rpynnsl 12-063 5750.0
FmcTonornyeckoe nccnenoBaHne buoncumHoro (onepaunoHHOro) Mmatepuana 4 rpynnsi 12-064 5930.0
FmcTonornyeckoe nccnenoBaHue buoncmmHoro (onepaumMoHHOro) MmaTepuana - 3a oaunH 12-181 2868.0
parMeHT TKaHu

FmcTonornyeckoe nccnenoBaHue: BbiBIeHME aMUIONAa C OKPackon KoHro-poT 1 12-203 8913.0
nonsipusaLmnMoHHOe ucciaenoBaHne

FucTonornyeckoe nccnefoBsaHme: BoigBaeHne Xxenesa no MNeprncy 12-204 9378.0
FvcTonornyeckoe nccnenoBaHnUe rMHEKOIOrMYeckoro Mmatepuana (brnoncus wenkn 12-031 2960.0
MaTKW, Baraauwa, BysbBbl (CN

FmcTonornyeckoe nccnepoBaHme: nMnperHauna cepebpom no NroppoH-Centy 12-201 9378.0




Ha3BaHune aHanmsa Kog Llena (R)
nMcTonorn4yeckoe nccsefoBaHne KPYrnHOro onepaunoHHOro matepuana, rnoJly4eHHoro 12-242 30303.0
Mpu XUpypru4yecknx BmeLllaTe

FmcTonornyeckoe nccnenoBaHne MmaTepmrana KOXHbIX Y MOAKOXKHbLIX HOBOOGpa30BaHUN 12-237 4682.0
(MeHee 14 mmMm)

FmcTonornyeckoe nccnenoBaHne MmaTepuana WENnKn MaTKuy, BAaraamila 12-226 4682.0
FvcTonornyeckoe nccrnefoBaHve MaTepuasa aMdeKk Ha ornpeneneHne My»Xckoro aktopa | 12-030 2870.0
becnnoamns (bukcmpytoLmin

FMcTonorn4yeckoe nccsenoBaHne MArkKMx TKaHen MbllleYyHon obnacTtu 12-223 4682.0
FmcTonornyeckoe nccnepoBaHne HegpobuonTaTa (BkoYas EM-uccnenoBaHms) 12-017 40560.0
FmcTonornyeckoe nccnenoBaHue: o63opHas okpacka reMaTOKCUIIMIHOM U 303UHOM 12-199 3798.0
FMcTonornyeckoe nccnefoBaHne: oKpacka asypomM-303MHOM 12-205 8448.0
FvcTonornyeckoe nccnefoBaHme: okpacka NMKPOgyKcnMHoM rno BaH-IMm3oHy 12-200 5658.0
MncTonorn4yeckoe nccsenoBaHne: okpacka rno NPoOKKOTY 12-207 9378.0
FmcTonornyeckoe nccnenoBaHme: okpacka no Unnwo-Hunbceny 12-206 9378.0
FncTonornyeckoe nccnenoBaHme onepaLmMoHHOro Matepuana (aHasabHas TpeLwmHa, 12-238 4682.0
rPbIXKEBbIE MELUKWN, XXENYHbIA My3bl

FwcTonornyeckoe nccnenoBaHne onepaunoHHOro MaTepurana nocje BbickabamBaHms 12-245 10773.0
noJIoCTN MaTKu/3amepLuas/Hepa

FMcTonornyeckoe nccnenoBaHme onepaLmoHHOro Matepmnana (NpeacratesnbHas xenesa 12-241 16818.0
(TYP n akTOMUSA), NErkunx,

FMcTonornyeckoe nccnenoBaHme onepaLmoHHOro Matepmnana (NMpuaaTkn MaTkuy, 12-240 9611.0
CeKTopaJsibHas pe3ekuns MOJ0YHOWN

FncTonornyeckoe nccnenoBaHne onepaLMoHHOro MaTepuana (MpubaToYHbIX Nasyx Hoca, | 12-239 4682.0
aHeBpu3Ma cocypa, cepn

FMcTonornyeckoe nccnenoBaHme onepaLnoHHOro Matepurana (Cockobbl LLepBUKaNbHOMO 12-244 4682.0
KaHaJsa, COCKObbI MosocTun

FmcTonornyeckoe nccnenoBaHue nannens-buoncum aHooMeTpus 12-224 4682.0
ncTtonorn4yeckoe nccrienoBaHme niaueHTbl 12-246 16818.0
FvcTonornyeckoe nccnenoBaHme nocsie NPoCTaT3KToOMUN 12-243 46578.0
FvcTonornyeckoe nccnefosaHme npenapata KOCTHOrO Mo3ra 12-198 9378.0
MncTonorn4yeckoe nccsenoBaHme NyHKUMOHHOIo MaTepuania 12-071 3015.0
FmcTonornyeckoe nccnenoBaHne NyHKLMOHHOM BMoncum apyrnx opraHoB 1 TKaHewn 12-236 4682.0
FmcTonornyeckoe nccnenoBaHne NyHKLMOHHOM BMONCUM MOIOYHOW »Kene3bl 12-234 4682.0
FmcTonornyeckoe nccnenoBaHme NyHKUMOHHOM Buoncum neveHun 12-232 4682.0




Ha3BaHune aHann3a Kon LleHa (R)
FmcTonornyeckoe nccnenoBaHne NyHKUMOHHOM Broncum novyek 12-233 4682.0
FmcTonornyeckoe nccnenoBaHne NyHKUMOHHOM Broncum npeactaTeslbHOM Xenesbl (40 12-235 14028.0
14 KyCO4KOB)

FmcTonornyeckoe nccnenoBaHne CTaHAapTHOM MHOMOoKycHom Broncum 12-018 5510.0
npeactaTesibHOM Xenesbl (12-16 30H)

mcTonornyeckoe nccienoBaHMe TKaHM KOCTHOMoO Mo3ra 12-231 16353.0
FMcTonornyeckoe nccnenoBaHme sHAO0CKONMYECKOro Mmatepuana (bpoHx, ropTaHsb, 12-032 2960.0
Tpaxes, NULLEBOL, XXEeNyaokK, K

FMcTonornyeckoe nccnenoBaHme aHAocKonnyeckoro matepuana XKKT npu 12-039 5015.0
BOCManTeNbHbIX 3aboneBaHmAX

FvcTonornyeckoe nccnefosaHne sHAockonuyeckoro matepunana XKKT npu 12-218 12633.0
BOCMannTeNbHbIX 3aboneBaHmaX

FvcTonornyeckoe nccnenoBaHme sHAOCKONMYECKoro matepuana (nonvn 6onee 2 cm) 12-217 6588.0
FmcTonornyeckoe nccnenoBaHme 3HOAOCKONMYECKOro MaTepmana (npocToe oo 3-x 12-216 4682.0
KYCO4KOB)

ncTonoru4vyeckoe nccsenoBaHne sHOOCKOMNNYECKOro MaTepuasa C BbiaBeHNeM 12-060 2670.0
Helicobacter pylori

FvcTonornyeckoe nccnefoBaHme 3HA0CKONUYECKOro MaTepualsia C BbiiBIeHNEM 12-220 5193.0
Helicobacter pylori 3a cny4an

FncToxnmmnyeckasn okpacka PAS (3a cTekno) 12-280 1475.0
FMcToxmMmnyeckasn okpacka AnbLMaAHOBbBIA CUHUIA (38 CTEKJ10) 12-281 1475.0
FMcToXMMMYecKan oKpacka KOHIo KpacHbIM (3a CTeKJ10) 12-284 5700.0
FmcToxmMmmnyeckasa okpacka no BaH-MM30HY (3a cTeK0) 12-285 1475.0
FmcToxmMmmnyeckasa okpacka no Nmmsa (3a cTekno) 12-282 1475.0
FMcToxmMmmyeckas okpacka rno poKKOTy (3a cTekso) 12-286 2500.0
FncToxnMmmnyeckasn okpacka no Unnb-Hunbcery (3a cTekso) 12-283 1475.0
FMnknpoBaHHbIN remornobuH (HbAlc) 06-014 780.0
FnobynuH, cea3biBaloLWMin NosoBble ropmMoHbl (FCMT) 08-023 750.0
NyTaTUOH BOCCTAHOBJ/IEHHbIN 06-184 3860.0
FnyTaTuoHnepokcupasa B apuTpoumnTax 06-275 2200.0
[nokaroH B naasme 08-181 22075.0
noko3a B IMKBOpPE 06-061 370.0
[nioko3a B Moye 06-115 350.0
Inoko3a B nna3sme 06-015 300.0




Ha3BaHune aHann3a Kon LleHa (R)
[ MOKO30TONIEPaAHTHbLIN TeCcT Npu 6epeMeHHOCTH 06-259 1170.0
[NMOKO30TONIePaHTHbLIN TeCT (pacMPEeHHbIN) 06-071 1250.0
NoKo30TONIepaHTHLIM TecT ¢ C-NnenTnaoM B KPOBU 06-260 1845.0
[NIOKO30TONEPAHTHbLIN TEeCT C MHCYJIMHOM B KPOBMU 06-266 1790.0
[ MOKO30TONIepPaHTHbIN TeCcT (CTaHAapPTHbIN) 06-258 350.0
[omouncTenH 06-016 2120.0
FopMOHanbHbIE aHaMM3bl MpU MaaHMpoBaHnn KO (20-23 geHb unkia) 40-520 1300.0
Focnutanusaumsa B TepaneBTUYeCKN CTaunoHap 40-112 5670.0
FocnuTanusaumsa B XMpypruyeckuinm ctaymoHap 40-111 7790.0
pynna kposn ABO 03-005 470.0
pynna KpoBu n pesyc-pakTop 40-008 910.0
M'yaHnH HykneoTuacesasbiBatowmnm 6enok 6eta-3 (GNB3). BoissneHne mytaunm C825T 18-022 900.0
(Ser275Ser)

FyaHO3UHbLI B MOYe 06-390 3840.0
OernaposnnaHapocTepoH B cJitoHe, BIOXKX 08-158 1865.0
HernpposnuaHapoctepoHcynbdaT (O3A-S04) 08-110 735.0
DeTekuunsa ,u,ynnlflKauvmm/n,eneumm reHa PMP22 npwn 6onesHu LWapko - Mapun - TyTa 1A n 18-138 8045.0
HacneACTBEHHOW HelponaTu

OnarHoctumka aHTugochonmnuagHoro cuHapoma (APC) 13-061 3960.0
OnarHoCcTmka ayTOMMMYHHOI0 MaHkpeaTuTa (onpepeneHmne KoHueHTpauum IgG4) 13-096 2145.0
OnarHoCcTnKa ayTOMMMYHHOIO NMopa>keHns novek 13-066 5620.0
OunarHocTtuka 6akTepmnanbHoro BarnHosa, HK KkonnyecteseHHo [pean-Tanm MLUP] 09-165 1865.0
[OnarHoCcTukKa BocnaanTebHbIX MMOKapAnonaTuin 13-075 3010.0
[OnarHoCcTuKa BoCnannTesbHbIX NOJNPaANKYIOHEBPUTOB (aHTUTENa K FraHrino3ngam 13-040 5500.0
acuano-GM1, GM1, GM2, GD1a,

OnarHoCcTrnKa rpaHy/lIeMaTO3HbIX BAaCKyJINTOB 13-065 3900.0
[dunarHocTuka nepcmHunosa n ncesnotybepkynesa 40-179 1980.0
OnarHocTnka meTogoM nMmMmyHorunctoxummm (Urx) 5-10 aHTuTEn BKAOYMTENBHO 12-266 41742.0
OnarHocTuka meTogoM nMmmyHornctoxummm (Urx) 6onee 10 aHTuten 12-267 70758.0
OunarHocTmka MeTogoM nMMyHornctoxumum (UFX) oo 4 aHTuTen BKAIYUTENbHO 12-265 16818.0
OnarHocTmKa MmacteHumn (aHTUTENa K aLleTUIXoNnHoBoMy peuenTopy (AxP)) 13-092 5405.0
IdvnarHocTuka HapyLlweHns obMeHa NypuHOB 1 MMPUMNLNHOB B KPOBU 06-237 12245.0




Ha3BaHune aHann3a Kon LleHa (R)
OunarHocTuka HapyleHua obmMeHa NypuHoOB 1 MMPUMUANHOB B MOoYe 06-191 11970.0
[OnarHocTukKa napaHeonjacTu4ecknx sHuedannToB (aHTUTENA K aHTUreHam 6enoro n 13-076 5390.0
ceporo Beuwlectsa Mo3sra (Yo

IdunarHocTuka nepsuyHom gnctoHmn 1 tuna (aeneunsa CAG-tpunneTta B reHe TOR1A) 42-058 3880.0
OnarHocTrKa nNy3bIpHbLIX 4epMaTo308B 13-074 4440.0
OnarHocTukKa paHHero pesmMaTougHOro apTpuTta 13-064 9190.0
OnarHoCTrKa pacCcessHHOro cKaepo3a (M3031eKTPOoOKYCMPOBaHNE OJINTOKJIOHA/IbHOI O 13-058 4960.0
IgG B INKBOPE N CbIBOPOTKE

[OnarHocTukKa pegKkux ayToBocnasnTesbHblX CMHAPoMoB. TRAPS-cuHapowMm, runep-igD 42-099 11245.0
cuHgpoM (reH TNFRSF1A, reH

[OnarHoCTnKa CUCTEMHON KPacHOW BOMYaHKN 13-060 5180.0
OnarHocTtunka xpoHu4yeckoro sHgomeTputa: CD20+, CD56+, CD138+, DP-DQ&DR; 12-133 15110.0
OnarHoctuka uenmakmm (tTunmnposaHmne HLA DQ2/DQ8) 18-086 6995.0
OnrnpopotecTtocTepoH 08-024 1685.0
OnrokcumH 15-008 3360.0
OuncbakTepnos KuwevHnKa 10-065 1950.0
OndeHnH 15-005 3260.0
OunddepeHunanbHas gnarHocTnka 6onesHn KpoHa 1 A3BE€HHOro KosmTa 13-072 4950.0
OnddepeHumpoBaHHoe BhisBneHne OHK Bordetella species 09-206 2520.0
OHK-npodwnnnposaHune, 25 mapkepos (1 yenosek) 17-036 8355.0
JononHuTenbHoe rmcToXnMmmyeckoe oKkpallmBaHue 12-143 790.0
[JononHuTeNbHOE N3roToBaeHNe MMkponpenapaTos (1 cTekno) 12-059 2999.0
[LonoNHNTENbHbIN Y4aCTHUK nccnenosaHus Kk 17-034 17-035 9730.0
JononHuTenbHbIN y4acTHUK K 17-001 nnmn 17-003 (pebeHoK nan npegnonaraemMbin 17-004 5510.0
poanTenb)

JononHuTenbHbIN y4aCcTHUK K 17-005 17-007 18010.0
JonosiHNTEeNbHbIN Y4acTHUK K 17-006 17-031 8010.0
[JOonoNHUTENbHbIN y4aCcTHUK K 17-032, ¢ KOTOPbIM A0/KeH BbITb paccynTaH NHAEKC 17-033 12640.0
poacTea

[ope3Ka n3 BHOBb U3roToBsieHHOro 610ka (nocne ycnyrun 12-277) 12-278 1008.0
OynokceTunH 15-027 3425.0
EBponuin B BOMI0OCax 06-405 1050.0
EBponuin B Mo4ye 06-404 1050.0




Ha3BaHune aHann3a Kon LleHa (R)
EBponuin B HOrTAX 06-406 1050.0
EBponuin B CbIBOPOTKE 06-403 1050.0
ExxerogHoe nabopaTtopHoe o6cnenoBaHne XeHLnH 40-034 15100.0
ExxeronHoe nabopaTopHoe o6cnenoBaHNE My>XUYUH 40-033 13920.0
ExxerogHoe nabopaTtopHoe obcnenosaHue pebeHka 40-113 6860.0
Keneso B BoJslOCax 06-205 1050.0
>Xeneso B mo4e 06-227 1050.0
XKeneso B HOrTAX 06-291 1050.0
XKeneso B CbIBOPOTKE 06-017 370.0
XKenesocsBsA3biBatowasa CMOCOBHOCTbL CbIBOPOTKM 06-018 450.0
JKeHcKas oHKo0rns 40-029 6640.0
MKeHCKNIM ropMoHasnbHbIN CTaTyC - 6a3oBble NabopaTopHble NOKa3aTenun 40-149 2670.0
npKocTHas untonorus. iccnenoBaHne NyHKTAaTOB MOJIOYHONM »Xenesbl, TexHonorusa BD 12-144 2280.0
SurePath

XnpKocTHaa untonorunga. iccnenoBaHme NyHKTATOB LWMTOBUAHOW XKene3bl, TEXHO0rns 12-142 2215.0
BD SurePath

XunagkocTHasa umtonorma. iccneposaHme cockoba ek MaTKM U LLepBUKaSIbHOroO 12-051 1280.0
KaHana (okpawwmsBaHue no ManaHwn

YXupopacTtBopumblie BUTaMuHbl (A, D, E, K) 06-109 10550.0
300poBbI pebeHok 40-480 2860.0
300poBbIN pebeHoK (BEHO3Has KPOBb) 40-613 3140.0
300poBbIN pebeHoK (KanunnsapHasa KpoBb) 40-612 3140.0
300poBbI pebeHoK (pacluMpeHHbI) 40-513 3140.0
3n0opoBbe pebeHKa - AOWKOJbHbIN 40-116 4820.0
3n0poBbe pebeHka - M1ageHYeCcTBO 40-114 2640.0
3n0poBbe pebeHkKa - NepBble Warun 40-115 3960.0
340poBbe CEMbU. AHaNN3bl AN XXEHLUWH 40-617 11440.0
3400poBbe ceMbyW. AHaNU3bl AN MY>XXYUH 40-618 6730.0
3unpacnaoH 15-017 3425.0
30/10TO B BOJIOCax 06-387 1050.0
30/10TO B MO4e 06-386 1050.0
30/10TO B HOITAX 06-388 1050.0




Ha3BaHune aHann3a Kon LleHa (R)
30/10TO B CbIBOPOTKE 06-385 1050.0
30HYINH B Kane 13-149 6760.0
MN3rotosneHne 1 napacdumHoBoro 6s10Ka 12-185 543.0
N3rotosneHue oT 1 go 3 cpe3oB ¢ 1 roToBoro napagpunHoBoro 61oka (6e3 okpacku) 12-187 776.0
NMMyHOB10T aHTUdOChoAnNnaHbIX aHTuTen, IgG n IgM 13-138 5885.0
NMmMyHO610T Nnpn nonnmmnosunTe (Mi2b, Ku, Pm-Scl100, PM-Scl75, Jo-1, SRP, PL-7, PL-12 E}, | 13-077 5410.0
0J, Ro-52)

NMMyHOrncToxmMmm4yeckas AnarHoCTUKa onyxonu npeacratenbHonm xenesbl (Ck5, P63, 12-107 13870.0
AMACR)

NMMyHOrncToxmmmyeckas guarHocTmka onyxoam npeacratenbHomn xenesbl (Ck5, P63, 12-253 14493.0
AMACR)

NMMYHOrncToxmMmyeckas guarHocTnka peLenTopHOro ctaTtyca paka MOJIOYHOM Xenesbl | 12-252 16818.0
(PR, ER, ki67, Her2 neu)

MMMyHOrncToxmMmm4yeckas AnarHOCTUKa PeLenToOpHOro ctaTtyca paka MoJlIo4HOM xenesbl | 12-024 12400.0
(PR, ER, Ki-67, Her2 neu

NMMyHOrncToxmMmmyeckas gnarHocTmka peuenTopHOro ctatyca aHgoMeTpus (cTagus 12-110 17335.0
cekpeumn) - paclUMpeHHoe

NMMyYHOrncToxmmMmyeckas guarHocTmka peLenTopHOro ctatyca aHgoMeTpusa (ctagus 12-109 14075.0
cekpeumn) - CTaHgapTHoe

MMMyHOrncToxmMmm4yeckas AnarHoCTUKa peLenTopHOro ctatyca aHgomMeTpms (Ctagms 12-271 19143.0
cekpeuun) - ctaHpapTHoe lMp

NMMYHOrncToxmmmyeckas gnarHocTnka XpoOHMNYeCcKoro sHgomeTpuTa (hasa 12-108 13355.0
nponndepaunmn)

NMMYHOrncToxmMmyeckas guarHocTnka XpoOHMNYeCcKoro sHgomeTpuTa (hasa 12-268 19143.0
nponudepaunn) CD20, CD138, CD56, HL

NMMyHornctoxmmmyeckoe nccnegosanHue (1 UMFX,antuteno ALK) 12-249 7053.0
NMMyHOornctoxmmm4yeckoe nccnegosaHue (1 UMX, antuteno HER2) 12-248 7053.0
NMMyHOrnctoxmmmyeckoe nccneposanme (1 UMX, aHtuteno PD-L1) 12-247 11006.0
NMMyHOrnctoxmmmyeckoe nccnegosanme (1 UMX, antuteno ROS1) 12-250 14028.0
NMMYHOrnCcTOXMMMYeCKoe nccaefoBaHmne KINHNYECKoro Mmatepumana (C ncnosb3oBaHneM 12-119 46210.0
10 aHTuKTEN)

NMMYHOrncToxmMmmyeckoe ncciefoBaHme KINHNYeCKoro Mmatepumana (C ncnosb3oBaHvem | 12-264 41742.0
10 aHTUKTEN)

NMMyHOrMcToxmmMmmyeckoe nccaefoBaHue KIMHUYECKoro Mmatepumana (c ucnonbsosaHnem | 12-027 4935.0

1 aHTUTENA)




Ha3BaHune aHann3a Kon LleHa (R)
NMMYHOrMcTOXMMmM4eCcKoe nccanenoBaHue KJINHUYECKoro Mmatepuana (C ncnosb3oBaHNEM 12-255 4961.0
1 aHTnTENa)

NMMYHOrncToxmMm4yeckoe nccriefoBaHme KJINHNYeCKoro Mmatepuana (C ncnonb3osaHmem | 12-111 9250.0
2 aHTUTEN)

NMMYHOrncToxXmMmm4eckoe ncciefoBaHme KINHNYECKOro Mmatepumana (C ncnosib3oBaHneM 12-256 9611.0
2 aHTuUTen)

NMMYHOrMcTOXMMmM4eCcKkoe nccnenoBaHue KJINHUYECKoro Mmatepuana (C ncnosb3oBaHNEM 12-112 13870.0
3 aHTuTEen)

NMMYHOrMcToxmMmyeckoe nccriefoBaHme KJINHNYeCKoro Matepuana (C ucnonb3oBaHmem | 12-257 14028.0
3 aHTUTEN)

NMMYHOrncToxmMmm4eckoe nccaefoBaHmne KINHNYECKOro Mmatepumana (C ncnosib3oBaHneM 12-113 18490.0
4 anTnTen)

NMMYHOrMcTOXnMmM4eCcKkoe nccanenoBaHue KJINHUYECKoro Mmatepuana (C ncnosb3oBaHNEM 12-258 16818.0
4 anTnTen)

NMMYHOrMcToxmMmm4yeckoe nccriefoBaHme KJINHNYeCKoro Mmatepumana (C ncnosb3osaHvem | 12-114 23110.0
5 aHTUTEN)

NMMYHOrncToxXmMmm4eckoe ncciefoBaHme KINHNYECKOro Mmatepumana (C ncnosib3oBaHneM 12-259 21003.0
5 aHTuTeEnN)

NMMYHOrMcTOXnMmM4eCcKkoe nccaenoBaHue KJINHUYECKOro Matepuana (C ncnosb3oBaHNEM 12-115 27730.0
6 aHTUTEN)

NMMYHOrMcToxmMm4yeckoe nccrefoBaHme KJINHNYeCKoro Mmatepumana (C ncnosb3osaHmem | 12-260 29838.0
6 aHTUTEN)

NMMYHOrncToXmMMmm4eckoe nccaefoBaHme KINHNYECKOro MmaTtepumana (C ncnosib3oBaHneM 12-261 30768.0
7 aHTUTEnN)

MMMYHOrMCcTOXMMMYECKOE UCcnenoBaHue KJINHUYECKOro MaTepuana (C ncnosb3oBaHNEM 12-116 32350.0
7 aHTUTEN)

NMMYHOrMcToxmMmm4yeckoe nccriefoBaHme KJINHNYeCKoro Mmatepuana (C ucnonb3osaHmem | 12-117 36970.0
8 aHTUTEN)

NMMYHOrncToXmMMmm4eckoe ncciefoBaHmne KINHNYECKOro Mmatepumana (C ncnosib3oBaHneM 12-262 33558.0
8 aHTUTEN)

NMMYHOrMCTOXMMMNYECKOE UCCNenoBaHUE KIMHUYECKOro MaTepuana (C ncnosb3oBaHNEM 12-118 41590.0
9 aHTUTEN)

NMMYHOrMcToxmMmyeckoe nccriefoBaHme KJINHNYeCKoro Mmatepuana (C ucnonb3oBaHmem | 12-263 38208.0
9 aHTUTEN)

NMMYHOrncToxmMmmyeckoe nccrienoBaHme Mmatepumana (0gHOro Mapkepa) 12-191 9378.0
NMMyHOrncToxmuMmm4yeckoe nccnegoBaHue onpenesieHns peuenTuBHOCTU SHAOMETpUs 12-269 23793.0

(ondd. aMarHoCTnkKa XpoHnYecK




Ha3BaHune aHann3a Kon LleHa (R)
MMMYHOrMcTOXnMmn4eckoe nccnegoBaHnue peuenTUBHOCTY SHOOMETPUSA (OKHO 12-270 23793.0
vMmnnaHTauumm, ER, PgR, CD56, CD138,

NMMYHOrMcToxmMm4yeckoe nccrefoBaHme: peuenTopbl coMaTocTaTnHa 2A n 5 Tunos 12-251 23328.0
(SSTR 2A, 5)

NMMyHoornyeckasa gmarHoctuka Tybepkynesa metogom T-SPOT.TB 07-165 6460.0
NMMyYHOIOrMYecKuin TecT onpeaeneHns MoHocneunpnyeckmux arrItoTUHUHOB Npu 13-141 2185.0
reMoSINTUYECKUX aHEMUAX

NMMyHOIOrnyeckuin TecT onpegeneHns noamcneunduyeckmnx arriioTUHUHOB Npu 13-140 1260.0
reMosINTUYECKNUX aHEMUAX

NmmyHonornveckoe obcnenoBaHne ana geten 20-073 11825.0
NMmyHoornyeckoe obcnenoBaHne nepemuyHoe 20-067 8350.0
NMmmyHonornyeckoe obcnegoBaHmne npu ayTOMMMYHHbIX 3aboneBaHunsax 20-069 11130.0
NMmyHonornyeckoe obcnenoBaHmne npu BUPYCHOM MHGEKUNN 20-068 11130.0
NMMyHonorndyeckoe obcnenoBaHme npu oOHKONOrnYeckmnx 3aboneBaHmsax 20-070 11130.0
NMMyHoperynaTopHblin nHgekc, cybrnonynsaumn T-numpoumnToB 20-079 3110.0
NMMyHouMTOXMMMYECKOe nccnenosaHmne Mmatepuana (1 mapkep) (kpome PTEN) 12-126 8960.0
NMMyHOUNTOXMMMYECKOe nccnefoBaHne matepmana (2 mapkepa) (kpome PTEN) 12-127 10695.0
NMMyHOUNTOXMMMYECKOe uccnefoBaHme matepumana (3 mapkepa) (kpome PTEN) 12-128 13075.0
NMMyHOUMTOXMMMYECKOE nccnegoBaHne matepunana (4 mapkepa) (kpome PTEN) 12-129 14770.0
NMMyHOUMTOXMMMYECKOE nccnepgoBaHne matepuana (5 mapkepos) (kpome PTEN) 12-130 18400.0
NMMyHOUNTOXMMMYECKOE NCCNIefoBaHne MaTepurana (6 n bonee mapkepos) (kpome PTEN) | 12-131 20820.0
NMMyHoUMTOXMMMYHECKOEe nccnenoBaHmne COCKObOB ek MaTKu ¢ onpegeneHnem benka = 12-037 5815.0
pl6

NMMyHOUNTOXMMMYECKOE nccnefoBaHmne CockoboB Wernkn MaTku ¢ onpepeneHnem benka | 40-533 6740.0
pl6 (BKOYas XUOKOCTHYO LMTOJIONMIO - OKpalwmBaHue no ManaHukonay)

NMMYyHOUNTOXMMMYECKOE NCCnefoBaHne COCKOBOB LWEeNKN MaTKu C onpepeneHnem benka | 12-070 12180.0
pl6 u Ki-67

NMMyHoUMTOXMMMYECKOEe UccnefoBaHme COCKOBOB LWenkn MaTku ¢ onpegeneHuem benka | 40-534 12780.0
pl6 n Ki 67 (BkOYasa XXUAKOCTHYIO LMTOSIOMMIO - OKpalumBaHue no ManaHunkonay)

NHrmnbux B 08-089 1630.0
NHrnbutop akTueaTopa naasMmmHoreHa (SERPINEL). BeissBneHue myTtauunm 5G(-675)4G 18-004 1100.0
(perynatopHasa obnacThb)

NHcynnH 08-026 950.0
NHcynunHononobHbIN thakTop pocTa 08-085 1650.0




Ha3BaHune aHann3a Kon LleHa (R)
NHTerpunH anbta-2 (rnukonpoTeunH la/lla TpombounToB) (ITGA2). BbisBieHME MyTauum 18-021 1390.0
C807T

NHTerpuH 6eta-3 (ITGB3). BuiaeneHne myTauum T1565C (Leu59Pro) 18-034 1585.0
NHTepnenkunH-10 20-058 1715.0
NHTepnenknH-1-beta 20-003 2215.0
WHTepnenknH-6 B CbIBOPOTKE 20-005 2560.0
NHTepnenknH-8 20-006 2215.0
NHTepdepoHOoBbIN CTaTyC 20-086 4705.0
WHTUMHBIN - 8 TECTOB NO Mo4e 40-110 3460.0
WHTUMHBIN - 9 TECTOB A1 MY»X4UH 40-499 3890.0
WHTUMHbIN - MaKCUMaJbHbIN - aHa/IN3 Ma3Ka Yy XKeHLUWH 40-119 7140.0
WHTUMHbBIN - ONTUMasNIbHbIN - aHAN3 Ma3Ka Y XXEHLMH 40-042 6200.0
WHTUMHBIN - ONTUMaNbHbIN - aHaIN3 Ma3kKa y MY>X4YUH 40-043 4520.0
WHTUMHBIN - NOC - @aHaN3 Ma3Ka Y XXEeHLMH 40-118 6500.0
WHTUMHBIN - NIOC - A8 MY>XYUH 40-130 3630.0
Unnn - NUP 10 nHdekumin 40-678 5000.0
NN - NUP 12 nHdekunin 40-679 5860.0
NN - NUP 13 nHdekunin 40-680 6300.0
NN - NUP 6 nHgekunn 40-676 2580.0
nnnn - NuUpP 9 nugekunn 40-677 3880.0
NcnpaBneHne 1 roToBoro rmcTosiorM4eckoro MukponpenapaTa (nepesakntodyeHue) 12-184 311.0
WcnpasneHne (nepesanueka) 1 rotosoro napaguHosoro 610ka 12-186 311.0
NccneposaHme IgG-MMMYHHbIX KOMMIEKCOB MeTOAO0M CBA3biBaHUA ¢ Clq (Clg-1gG) 13-136 1970.0
WccneposaHme SOD1 reHa npu 60KOBOM aMMOTPONYECKOM CKSiepo3e 42-084 7960.0
MccnepoBaHme ayTOMMMYHHOI0 xapakTtepa aHgomeTpuTta: DP-DQ&DR; 12-136 8960.0
NccnepoBaHune KapnoTuna abopTMBHOro MaTepmana MoJeKyasapHbIMU MeToAamMm C 16-017 15010.0
nccnefoBaHMEM MUKPOCTPYKTYPHbIX

WccnepoBaHne KapnoTuna (KONYeCTBEHHbIE U CTPYKTYPHbIE aHOMa MM XPOMOCOM) Mo 16-001 8330.0
nuMmgoumnTaM nepugepnyeck

WccneposaHume Knewa Ha BbiaereHne PHK/OHK Bo3byanTenen nHpekumin: Knewesoro 40-530 3440.0
3HUedannTa, boppennosa (bonesHb Jlaima), aHansasmMosa, 3psnxmosa

WNccnepoBaHue KOXXK, BOJIOC U HOIFTEBLIX MJIACTUHOK Ha MOBEPXHOCTHbLIE MUKO3bI 10-014 930.0




Ha3BaHuve aHanm3a Kopg LeHa ()
NccnepoBaHne MukpoburoLeHo3a Bnaranuiia c onpenesieHnemM YyBCTBUTENIbHOCTU K 10-055 2035.0
aHTNBNOTUKaM

NccneposaHne Mukpogeneumin 1 MUKpogynaMmkaunin XpoMocoMm 16-018 8365.0
NccnepoBaHme MUKpocaTenanTHOM HecTabunbHocTu (MSI) meTogom UIMX (MSH2, MSH6, 12-254 16818.0
PMS2, MLH1)

WNccnepoBaHue peLenTUBHOCTU SHAOMETPUSA: PeLenTopbl K 3CTporeHaM, peLenTopbl K 12-135 18640.0
rnporecTepoHam (B CTpoOMe 1

NccnepoBaHme CTEPUIbHOCTU KPpoBU (aHa3pobHbIN NoceB) C onpeaeneHnem 10-060 5439.0
YYBCTBUTENIBHOCTU K aHTUBMOTUKaM 1

NccnepoBaHme CTepuiibHOCTU KpoBU (a3pobHLI MOCEB) C onpeaesieHneM 10-059 5319.0
YyBCTBUTEJIbHOCTU K aHTUBNOTMKaM 1 no

NTTepbuin B BONIOCaX 06-413 1050.0
NTTepbuin B Moye 06-412 1050.0
NTTepbuin B HOrTAX 06-414 1050.0
NTTepbuin B cbiBOPOTKE 06-411 1050.0
Won B Mmoue 06-272 1050.0
Wopn B CbIBOPOTKE 06-265 1050.0
Kagmuin B Bos10Cax 06-213 1050.0
Kagmuin B Mmo4ye 06-128 1050.0
KaamMunm B HOrTax 06-298 1050.0
KagMni B CbIBOPOTKE 06-096 1050.0
Kanui B Bosiocax 06-200 1050.0
Kanui B HOrtax 06-304 1050.0
Kannnm B cyTo4YHOW Mo4e 06-067 380.0
Kanuin B CbiIBOpPOTKE 06-064 380.0
Kannn, HaTpui, X10p B CyTOYHON Mo4Ye 06-062 510.0
Kannn, HaTpui, X10p B CbIBOPOTKE 06-019 520.0
KanbnpoTeKkTuH B Kane 13-094 3680.0
Kanbuuin B BoNOCax 06-201 1050.0
Kanbuun B HOrTaxX 06-305 1050.0
Kanbuui B CyTO4YHON MOYe 06-054 360.0
Kanbuunin B CbIBOPOTKE 06-020 360.0
Kanbuunin MOHN3NPOBAHHbIN 06-051 620.0




Ha3BaHune aHann3a Kon LleHa (R)
KanbUNWTOHUH B CbIBOPOTKE 08-027 1495.0
KaHanpos cnmsncton. BelgeneHne YncTom KynbTypbl 1 onpefeneHne 4yBcTenTenbHoctn | 10-032 1180.0
K @aHTUMUKOTUYECKUM npen

KapbamasenuH 15-002 3160.0
Kap6okcnremornobuH B Kposu 02-059 630.0
KapbokcnremornobuH n metremoraobnH B Kposu 02-058 1150.0
KapgnonporHos 41-001 1690.0
KaTexonamuHbl (agpeHannH, HopagpeHanuH, gogamMmnH) B moye 08-029 2600.0
KaTexonamuHbl (agpeHannH, HopagpeHaauH, nodamMnH) n nx metabonnThbl 08-074 5355.0
(BaHMAMAMUHAANBHASA KACI0Ta, FOMOBaHMU

KaTexonamuHbl (agpeHannH, HopagpeHaanH, nohaMnH) N CEPOTOHUH B KPOBU 08-083 2860.0
KaTexonamuHbl (agpeHannH, HopagpeHaanH, 4odaMnH), CEPOTOHMH B KPOBU N UX 08-131 4825.0
MeTabonuTbl (BaHMINAMMHAA bHA

KeeTunanuvH 15-019 3425.0
Kucnelh anbda-1-rnmkonpotenH (opo3oMykons,) 08-152 2300.0
KneTo4Hble peuenTopbl AnMdonaHon TkaHu a-T n yd-T (CD3+aB-TcR+yd-TcR, 20-084 3210.0
CD3+y06-TcR+aB-TcR-)

KnnHn4yecknm aHaans KpoBsu (C nenkoumnTapHom Gopmysion) 02-005 700.0
KnnHn4ecknin aHanus KpoBu: obLmnin aHanns, nenkountapHasa opmyna, CO3 (c 02-029 750.0
MUKPOCKOMMEN Maska KpoBu npu

KnnHunyecknin aHanns Kposu: obLwmin aHanms, nenkoumtapHasa opmyna, CO3 (c 02-043 1200.0
o6a3aTenbHON MUKPOCKONMen Mask

KNMHMYeCKnn aHan3 KpoBM C MUKPOCKONMeEN NenkounTapHom opmy bl 02-041 760.0
KnnHn4yecknm n 6nMoxmmMmny4eckunin aHaan3bl KPOBU - OCHOBHbIE MOKa3aTean 40-063 6050.0
KnoHa3senam 15-024 3425.0
Koarynorpamma Nel (npoTtpoMbuH (no Keuky), MHO) 03-007 440.0
Koarynorpamma Ne2 (npoTpombuH (no Keuky), MHO, hubpuHoreH) 03-015 930.0
Koarynorpamma Ne3 (npoTpombuH (no Keuky), MHO, dpnbpuHoreHn, ATIII, A4TB, D-gumep) | 03-016 3650.0
KobanbT B BOsIOCax 06-206 1050.0
KobanbT B Mo4e 06-117 1050.0
KobanbT B HOrTAX 06-292 1050.0
KobanbT B CbIBOPOTKE 06-091 1050.0
KombuHupoBaHHOe obcnenoBaHme npu BoCNaanTesnbHbIX 3a601eBaHNAX KNLLEYHMKA 13-121 8120.0




Ha3BaHune aHann3a Kon LleHa (R)
KomnnekcHas auarHocTmuka Helicobacter pylori 40-158 2380.0
KoMmnnekcHasa AnarHoCTukKa kopoHasupyca COVID-19 40-656 3000.0
KomnnekcHaa anarHoctuka OPBU (Bce Bnabl OPBU + COVID-19) 40-657 2600.0
KoMnnekcHas AMarHOCTUKa ceMenHon runepxonectepmHemun (APOB100, LDLR, PCSK9) 42-094 11910.0
KoMnnekcHas oLueHKa OKCMAaTUBHOIO cTpecca (7 napamMeTpoB) 40-422 22170.0
KoMnnekcHas oueHkKa pucka kaMHeobpa3oBaHUS - IMTOreHHble CybcTaHUMN MOYK 40-647 4000.0
KomnnekcHas oueHKa pucKa paka npeacraTesibHOW Xenesbl (MHAEKC 340P0BbS 40-372 3110.0
npocTaThl, phi)

KoMnsiekcHoe rmcTosiormyeckoe u MUMMyHOrMCTOXUMUYECKoe nccneoBaHue 40-637 6595.0
onpepneneHueMm HER2 cTaTyca onyxonu no skcnpeccum HER2/neu

KoMnnekcHoe rmctonorn4yeckoe n UMMYyHOrMcToXMMmnyeckoe ncciegoBaHme ¢ 40-643 20580.0
onpepeneHnem onyxonu npeacrtatensHon xenesol (Ck5, P63, AMACR)

KoMnnekcHoe rmcTosiorn4yeckoe n UMMyHOr MICTOXMMMNYECKOoe uccnenoBaHme 40-638 11215.0
onpeneneHneM npoanepaTMBHONM aKTUBHOCTU B PacTYyLWMNX 1ENOMMOMAXxX Mo 3KCNpeccmnm

KI-67 n rnagKoMbILLIEYHOr0 akTUHa

KoMnsiekcHoe rmcTosiormyeckoe n MUMMyHOrMCTOXMMUYECKoe nccnenoBaHue 40-635 6595.0
onpepeneHneM nposangepaTUBHON akTUBHOCTK No 3kcnpeccum KI-67

KoMnnekcHoe ructonorn4yeckoe n UMMYyHOrMcToXMMmnyeckoe nccrenoBaHme 40-640 11215.0
onpeneneHneMm npoandepaTMBHOM akKTUBHOCTM No 3Kkcnpeccum KI-67, a Tak>Ke pucka

nporpeccnpoBaHns ANCNAA3uUN 1 Pa3BUTUS paKa LLUEeNnKKM MaTKn no sakcnpeccun pl6INK4a

KoMnsiekcHoe rmcTosiormyeckoe n MUMMyHOrMCTOXUMUYEeCKoe nccneoBaHue 40-639 11780.0
onpepgeneHneM peuenTtopHOro crtaTtyca lNporecTtepoHa U 3CTporeHa

KoMnnekcHoe rmctonorn4yeckoe n UMMyHOrMcToXmMmnyeckoe nccregoBaHme 40-642 19300.0
onpepeneHneM peuenTopHOro ctaTyca paka MosiodHoun xenesbl (PR, ER, ki67, Her2 neu)

KoMnnekcHoe rmcTosiorn4yeckoe n UMMyHOr MICTOXMMUYECKOoe uccnenoBaHme 40-646 20960.0
onpepeneHneM peuenTopHOro ctaTyca sHAoOMeTpus (CTagmsa cekpeumnn) - pacluMpeHHoe

KoMnsiekcHoe rmcTosiormyeckoe u MUMMyHOrMCTOXUMUYECKoe nccneoBaHue 40-645 16180.0
onpeaeneHneM peuenTopHOro cTtaTyca SHAOMETpUSA (CTaauns cekpeunmm) - cTaHgapTHoe

KoMnnekcHoe rmctonorn4yeckoe n UMMYyHOrMCToXMMmnyeckoe ncciegoBaHme ¢ 40-636 6305.0
onpepeneHneM pucka NnporpeccnpoBaHns AUCNIasnun 1 Pa3BUTUS pakKa LUENKM MaTKM Mo

aKkcnpeccum pleINK4a

KoMnnekcHoe rmcTonorm4eckoe n MMMyHOrMCTOXMMNUYECKOe nccienoBaHme C 40-644 15025.0
onpegeneHneMm XpoHuU4ecKkoro sHgomMmeTpuTa (hasa nponaudepaumnmn)

KoMnsiekcHoe rmcTosiormyeckoe n MUMMyHOrMCTOXMMNYECKoe nccnenoBaHue 40-641 43555.0

npuMeHeHneM Heob6XoANMbIX UMMYHOMMCTOXMMUYECKNX OKPACOK AJist onpeneneHus:
NMMYHOMEHOTUMNA ONyXoau (B TOM YnUC/e Npu MM onpoangepaTuBHbIX 3abonesaHmnsax);
rnMcToreHesa MeTacTa3oB MpPW HEYCTaHOBJIEHHOM MEPBMYHOM OYare; BO3MOXXHOCTU
npoBeAeHns TapreTHo Tepanun u T.4.




Ha3BaHune aHann3a Kon LleHa (R)
KomnnekcHoe nccnepgoBaHue Ha Cytomegalovirus, Epstein Barr Virus, Human Herpes 09-168 1325.0
Virus 6, JHK [pean-Tan

KoMnsiekcHoe nccnegosaHue Ha ropMoHbl (12 nokasaTenen) 40-424 6500.0
KoMnnekcHoe nccnefoBaHne Ha rOpMoHbl (6 MokasaTesen) 40-535 4535.0
KomnnekcHoe nccnepgosaHmne, OCM 40-126 6500.0
KoMnnekcHoe MoneKkynapHo-reHeTn4yeckoe nccnegosanme npu GIST-onyxonsax (c-KIT, 40-666 12910.0
PDGFRa)

KoMnsiekcHoe MoNeKynspHO-reHeTn4yeckoe uccaegosanme npm menaHome (BRAF, NRAS) 40-664 8360.0
KoMnsiekcHoe MoNeKyJsipHO-reHeTUu4Yeckoe uccsenoBaHume npu pake xenynka (HER2 40-667 11600.0
amnangpukaumsa, MSl)

KoMnnekcHoe MoNeKynspHO-reHeTn4Yeckoe nccaenoBaHne nNpm pake MOJIOYHOM »Kese3bl 40-665 8590.0
KoMnnekcHoe MonekynsipHoO-reHeTn4Yeckoe nccaegoBaHne npu pake tena matkum (POLE, 40-668 8660.0
MSI)

KomnnekcHoe obcnenoBaHme Ha reHTUHIrToHonogobHble 3abonesaHua (M32, NM34, 42-057 7085.0
OPMJIA)

KoMmnnekcHoe obcnefoBaHme noTepun reteposnrotHocTu (redsl PTEN, RB1, TP53) 40-671 11810.0
KoMmnnekcHoe ceposiornyeckoe obcnenoBaHne Ha ayTOMMMYHHbIE SHOOKPUHONATUN 40-153 8110.0
KoMniekCcHbIN aHan3 KpoBW Ha BUTaMUHbI Fpynnbl D (D2 n D3) 06-219 6800.0
KoMMAeKCHbIN aHa M3 KPOBM Ha HaCbIWEHHbIE, MOHOHEHACHILWEHHbIE XXUPHbIE KNCNOThbI 06-358 13450.0
cemencTBa omera-3, omera-6, omera-9

KoMnJieKCHbIN aHasIn3 KPOBU Ha HEHAChILLEHHbIe XXUPHble KUCN0Thl CEMeNnCcTBa omera-3 06-112 4650.0
KomnaeKCcHbI aHain3 KPOBU Ha HEHACbILWEHHbIe XUPHbIE KUCI0Tbl cCeMencTBa omera-3 n | 06-222 9500.0
omera-6

KoMnieKCHbIN aHa/n3 KPOBU Ha HEHACbILLEHHbIE XXUPHbIE KNC0Tbl CEMENCTBa oMera-6 06-221 4650.0
KoMMNeKCHbIN aHaIM3 KPOBM Ha HEHACIWEHHbIE XXUPHbIE KUCJIOTbl CEMENCTBa oMera-9 06-357 4880.0
KomnnekcHbIn aHann3 Ha BuTamuHbl (A, D, E, K, C, B1, B5, B6) 06-230 18700.0
KomnsiekcHbI aHann3 Ha BUTaMuHbl rpynnel B (B1, B2, B3, B5, B6, B7, B9, B12) 06-229 14180.0
KoMnaeKCcHbI aHannms3 Ha Hanm4yme TSXesblX MeTasfIoB N MUKPO3JIEMEHTOB (23 06-234 5660.0
rnokasaTens)

KoMrnoHeHTHas AnarHoCcTukKa ajisieprum Ha MoJI0KO 40-445 1970.0
KoMnoHeHTHasa AmMarHoCcTukKa anneprum Ha QpyKTbl (Mepcuk) 40-447 6830.0
KoMnoHeHTHaa AMarHoCTUKa ansieprum Ha SSndHbIN 6enok 40-446 10150.0
KoHcynbTaumsa buoncmnHoromaTepmana ntobon KaTeropmm Ca0XHOCTU MO 12-180 16353.0

MN3roToBJIEHHbBIM CTEKJionpenapaTaM U Napa




Ha3BaHune aHann3a Kon LleHa (R)
KoHcynbTaumns 6uoncninHoro (onepaunoHHOro) Matepurana Jtobon rpynmnbl CIOXKHOCTH 12-320 13910.0
(BTOpOE MHEHME - MepecMoTp

KoHcynbTaumsa buoncunimHoro (onepaunoHHOro) Matepurana 1tobon rpynmnbl COXKHOCTH 12-319 6940.0
(BTOpPOE MHEHMe - NepecMoTp

KoHcynbTaumsa buoncmninHoro (onepaunoHHOro) Matepurana Jtobon rpynmnbl CAOXKHOCTH 12-321 20800.0
(BTOpOE MHEHME - MepecMoTp

KoHcynbTaumns 6uoncninHoro (onepaunoHHOro) Matepurana Jtobon rpynmnbl CIOXKHOCTH 12-275 3426.0
(no rotoBomy maTepuany, 1

KoHcynbTaumnsa 61MoncmMmnHoro (onepaumoHHoro) Mmatepuana ntobor rpynmnbl CI0XKHOCTY 12-065 3290.0
(no rotoBomy MaTepuany, 1

KoHCynbTaumsa rotoBoro csiyyas (BTopoe MHeHue) 12-274 18678.0
KoHTpo/sb KOMMeHcaunn caxapHoro gmnabeta 40-490 1020.0
Konporpamma 02-009 800.0
Konponorunyeckas snacrasa 08-092 2880.0
KonponophupuHbl B Mo4Ye 06-442 1400.0
KopoHaBupyc COVID-19 (SARS-CoV-2, PHK [pean-Ttanm IMLUP]) 09-185 1690.0
KopoTkouenoyeyHble XupHbie kncnotobl (KUXKK) B moye (10 nokasaTenen) 06-440 10170.0
KopTuson 08-030 650.0
KopTunson B Mmoye 08-031 1135.0
KopTunson B c/toHe 08-140 910.0
KopTun30/, KOPTU30H, 6-T’MAPOKCUKOPTN30 U UX COOTHOLLEHNSA B MoYe 08-169 6155.0
KosH3nm Q10 B KpoBM 06-183 4830.0
KpeaTWHNH B CYTOYHOWN MoYe 06-057 350.0
KpeaTnHWH B CbiBOPOTKeE (C onpepeneHnem CKO) 06-021 340.0
KpeaTuHknHa3a MB 06-023 740.0
KpeaTunHknHa3a obwas 06-022 390.0
KpeMHumn B Bosocax 06-199 1050.0
KpeMHuin B Mo4e 06-125 1050.0
KpeMHum B HOrTaXx 06-281 1050.0
KpeMHun B CbiIBOPOTKE 06-087 1050.0
JNabopaTopHasa ANMArHOCTUKA aApeHOoreHUTasbHOro CMHApPOMa 40-182 2260.0
JNlabopaTopHasa AnarHoOCTUKa aHeMUI 40-023 5670.0
NabopaTopHasa AMarHOCTUKa aTepoCkeposa 40-487 3400.0




Ha3BaHune aHann3a Kon LleHa (R)
NabopaTopHasa AMArHOCTUKA FresisbMUHTO30B U Mapa3nTo30B 40-169 7280.0
NabopaTopHasa AMarHOCTUKa remoxpomMaTosa 40-159 3910.0
NabopaTopHasa AnarHoCTuKa »xene3onedmumnTHON aHeMNKN 40-131 2120.0
NabopaTopHasa AMarHOCTUKa U MOHUTOPUHI aTPONYECKOro racTpuTa 1 A3BEHHON 40-162 5090.0
60ne3Hun

NabopaTopHasa AnarHOCTUKa NMHPEKLMOHHOIO MOHOHYKJ1e03a 40-168 3400.0
JNabopaTopHas AMarHOCTUKA KOKJIOLA 1M NapakoKoLwa 40-170 1880.0
JNabopaTopHasa AMarHOCTUKa OCTPOro KOPOHAPHOro CMHAPOMa U NH(aPKTa MMoKapaa 40-144 3040.0
(MWHNManNbHbIN)

NabopaTopHasa AMarHOCTUKa OCTPOro KOPOHAPHOro CMHAPOMa U MH(apPKTa MMoKapaa 40-143 3620.0
(oNTUMasbHbIN)

NabopaTopHasa AnarHoCTUKa NaHkpeaTuTa 40-161 3220.0
NabopaTopHasa AMArHOCTUKA paka »enyaka 40-441 3430.0
JNabopaTopHasa AMarHOCTUKa paxuTa 40-167 4180.0
NabopaTopHoe obcnenoBaHue - racTpUT 1 A3BEHHast 6oNe3Hb xenyaka 40-124 7450.0
NabopaTopHoe obcnefoBaHMe XeHLWWHbI Mepen npepbiBaHnemMm bepeMeHHOCTH 40-616 5710.0
NabopaTopHoe obcnepoBaHMe noYvek 40-486 2990.0
NabopaTopHoe obcnepoBaHne npeacTaTesibHOM Xesesbl 40-025 4380.0
NabopaTopHoe obcnenoBaHWe Npu apTepranbHON rMNepTeH3nun 40-142 3910.0
NabopaTopHoe obcnepoBaHue npu 6onax B cycTaBax 40-497 6190.0
JNlabopaTopHoe obcnenoBaHue nNpu MeTaboM4eCKOM CMHAPOME 40-135 6000.0
NabopaTopHoe obcnepoBaHne nNpu NnuenoHedpute 40-184 2500.0
NabopaTopHoe obcnenoBaHme Npyv NOAO3PEHNN Ha OCTEONOPO3 40-493 4910.0
NabopaTopHoe obcnenoBaHue Npu peBMaTONLHOM apTpuTe 40-133 3810.0
NabopaTopHoe obcnepgoBaHuMe - NpoCcTaTUT 40-123 4200.0
JNabopaTopHoe obcnenoBaHne QyHKLNN NeYeHn 40-483 3180.0
JNabopaTopHble MapKepbl OLEHKM TSXKECTU LMppo3a nevyeHn no knaccugpukaumm CTP 40-624 1240.0
(Child-Turcotte-Pugh)

NabopaTopHble MapKepbl paka Ierkmux 40-138 7790.0
JNabopaTopHbie MapKepbl paka MOJIOYHON Xene3bl 40-137 1980.0
JNlabopaTopHble MapKepbl paka TOJICTON KULLKN 40-155 3060.0
NabopaTopHble MapKepbl paka SINYHNKOB 40-154 2420.0




Ha3BaHune aHann3a Kon LleHa (R)
JlabopaTopHbIA CKPUHUHI MHEKLMA MOYEBBLIBOASALLMNX MYTEN U NOYEK 40-122 1530.0
JlabopaTopHbIA CKPUHWUHI NPU TMPCYyTU3Me 40-150 4320.0
NakTaT 06-024 900.0
NakTaTpermgporeHasa 1, 2 (J14r 1, 2 dopakunm) 06-026 390.0
NakTaTpermgporeHasa (J1AIN) obwas 06-025 350.0
JlakTo3Haa HenepeHOCMMOCTb (B3pOoC/ble N AeTu cTaplie 3 neT) 42-018 1650.0
NamMoTpua>XunH 15-007 3665.0
JlaHTaH B BoJs1IOCax 06-375 1050.0
JlaHTaH B Mo4e 06-374 1050.0
JlaHTaH B HOrTax 06-376 1050.0
JlaHTaH B CbIBOPOTKE 06-373 1050.0
NlaTeHTHaa »xene3ocBA3biBaloLLasd CNOCOOHOCTb CbIBOPOTKMN 06-133 440.0
NeBeTnpaueTtam 15-011 3930.0
JNenkounTtapHasa gopmMyna (C MUKPOCKONMEN Ma3ka KPOBW MNpU BbIABIEHUN 02-025 500.0
MaTONIOrNYECKNX N3MEHEHNIN)

JNenkounTtapHasa dopmyna (c ob6s3aTeNlbHON MUKPOCKOMNUEN Ma3Ka KPOBU) 02-042 500.0
NenTuH 08-096 1290.0
NnsoppeH 15-012 3635.0
Jlnnasa 06-027 350.0
Jlunnporpamma 40-039 1440.0
JlunonpoTeuH (a) 06-178 1200.0
JinTun B BONocax 06-194 1050.0
JinTnun B moye 06-122 1050.0
JinTun B HorTax 06-278 1050.0
JlnTnin B CbiBOPOTKE 06-084 1050.0
JlloTenHnsmpyowmnii ropmoH (J1I) 08-111 735.0
JlloTeumnin B BOJSI0Cax 06-431 1050.0
JNlloTeumnn B Moye 06-430 1050.0
JioTeunm B HOrTax 06-432 1050.0
JlioTeunin B CbIBOPOTKE 06-429 1050.0
MarHui B BoJsiocax 06-197 1050.0




Ha3BaHune aHann3a Kon LleHa (R)
MarHum B HOrTsx 06-303 1050.0
MarHmm B CyTOYHOW Mo4e 06-055 350.0
MarHunm B CbIBOPOTKE 06-031 380.0
MakponposiiakTuH 08-121 1500.0
ManoHoBbIN Ananbaerng B KpoBu 06-185 3740.0
MapraHeL, B Boniocax 06-204 1050.0
MapraHeuy, B Mo4e 06-116 1050.0
MapraHeL, B HOrTAX 06-289 1050.0
MapraHey B CbIBOPOTKe 06-090 1050.0
Mapkep hopMMpoBaHUA KOCTHOro MaTpukca PINP 06-179 2090.0
Mepb B BoJs10OCax 06-208 1050.0
Mepnb B Mo4e 06-136 1050.0
Mepb B HOrTAX 06-294 1050.0
Menb B CbIBOPOTKE 06-083 1050.0
MenaToHWH B c/toHe: HoYHas nopuusa (02:00-03:00) 08-161 2795.0
MenaToHWH B CJIIOHE: CYTO4YHbIN PUTM (YTPEHHAA, OHEBHAS, BEYEPHSASA, HOYHas nopumnn) 08-173 8305.0
MenaToHWH cynbgaT B Mo4ve 08-171 3070.0
MeHonay3a (FropMOHaJIbHbIN NPOdUb) 40-105 3190.0
MeTabonnTbl BUTaMnHa D (25-rnagpokcmnxonekanbungepon n 06-240 6230.0
1,25-purnapokcuxonekanbumdepon)

MeTabonmTbl KaTeX0NaMUHOB (BaHUINAMUHAAbHAA KMUCNOTa, FOMOBaHUIMHOBAS 08-073 4200.0
KncnoTa, 5-rmapoKCMNHA0NYKCYCHa

MeTabonnTbl 3CTPOreHoOB, pacyeT COOTHOLLUEHWNA 08-163 10010.0
MeTabonnyecknn 6anaHc 40-508 9760.0
MeTaHeghpnH N HopMeTaHe(PUH B Moye: cBOBOAHbIE (HEKOHBIOrMPOBaHHbIe ¢ SO4) 1 08-177 5030.0
obwme (cBobOAHbIE N KOHBIOTUP

MeTaHedpunH 0bwmnin n HopMmeTaHedprH 06LWMIA B MoYe 08-133 3450.0
MeTaHedpunH cBo6OAHbLIN 1 HOpMeTaHedprH cBOOOAHLIN B KPOBU 08-162 2315.0
MeTaHedpunH cBO6OAHbLIN N HOpMeTaHedhprH CBOBOAHLIN B MoYe 08-132 2130.0
MeTremornobuH B KpoBu 02-060 630.0
MeTunenTteTparngpodonatpenykrtasa (MTHFR). BoissneHue myTauumum A1298C 18-008 1100.0

(Glu429Ala)




Ha3BaHune aHann3a Kon LleHa (R)
MeTunenTeTparngpodonatpenykrtasa (MTHFR). BoissneHne mytauum C677T (Ala222Val) | 18-019 1100.0
MeTnnmpoBaHHbIe NPON3BOAHbIE apruHUHA: MOHOMeTUAApPruHUH (MMA), acummeTpuyHbin | 08-180 2805.0
anmeTtunapruHuH (ADMA), cun

MeTuoHuHcuHTasza (MTR). BoiasneHne myTtaumm A2756G (Asp919Gly) 18-009 1090.0
MeTnoHnH-cuHTa3a-peayktasa (MTRR). BeisBneHne myTaumn A66G (lle22Met) 18-010 1090.0
MeToTpekcaT 15-035 4855.0
MuKpocKonuyeckoe nccnenoBaHme Maska co CIM3NCTon 060104KM HOCa 02-033 670.0
MunkKpockonuyeckoe nccaenoBaHue Ha Hanndue knewen poga Demodex 02-034 550.0
MunKpockonuyeckoe nccaeoBaHue oTAENAEMOro MOYENO/I0BbIX OPraHOB XeHLWH 02-057 590.0
(Mnkpodiopa), 2 nokanmsauunm

Mukpockonu4yeckoe nccaefoBaHne oTAeI9eMoro Mo4YenoJsIoBbIX OPraHOB XXEHLLWH 02-003 700.0
(Mnkpodopa), 3 nokanmsauunm

MuKpockonnyeckoe nccnefoBaHne oTAeNaeMoro Mo4ernosloBbIX OPraHOB MY»X4YUH 02-015 670.0
(Mukpogopa)

Mukpockonu4eckoe nccnenoBaHne cekpeTa npeacraTesibHONM Xenesbl (Mukpodopa) 02-004 590.0
MuKpocKkonnyeckoe ncciefoBaHme CMHOBMaNbHOM XNAKOCTH 02-049 810.0
MwnornobuH 06-079 1340.0
MwupTa3zanuH 15-022 3425.0
MonekynspHasa OuarHOCTUKa paka npeactaTtesibHom xene3bl (PCA3) 18-137 6595.0
MonekynapHo-reHeTn4ecKoe nccienoBaHme KoNnMnHocTn reHa ERBB2 (ctaTycT 12-287 12610.0
HER2/neu) B TKaHeBOM MaTepuane

MonekynsipHo-reHeTu4Yeckoe nccaegoBaHne mytaunmn B reHe IDH1 B 6uoncuinHom 12-292 10510.0
(onepaunoHHOM) MaTepunane

MoneKkynsipHO-reHeTu4eckoe ncciegoBaHme mytaumnin B reHe IDH2 B 6uoncmnHom 12-293 10510.0
(onepaunoHHOM) MaTepunane

MoneKkynsipHO-reHeTU4YeCcKoe nccsienoBaHne TpaHcaokaumm Ip/19q B buoncmnHom 12-291 10780.0
(onepaunoHHOM) MaTepurane

MonekynsipHo-reHeTU4Yeckoe nccaefnoBaHne TpaHcnokaumm EML4-ALK, ROS1 n myTauumn 12-288 11935.0
B reHe MET npwu pake nerk

MoneKkynsipHO-reHeTn4ecKoe nccriefoBaHme TpaHcaokaumm reHa ALK 12-289 8920.0
(HEMENTKOKIETOYHbIV paK JIerkoro)

MoneKkynsipHO-reHeTu4yecKoe nccsefoBaHme TpaHcaokauuii reHa ROS1 12-290 81110.0
(HEMENKOKIETOYHbIN paK JIerkoro)

MonnbaeH B Bonocax 06-212 1050.0
MonnbpeH B moye 06-121 1050.0




Ha3BaHune aHann3a Kon LleHa (R)
MonubpeH B HOrTAX 06-306 1050.0
MonnbaeH B CbIBOPOTKE 06-095 1050.0
MOHNTOPUHI MPOPUNAKTUKN paxnTa 40-222 2100.0
MOHUTOPUHI Te4yeHna caxapHoro AnabeTta 40-491 3280.0
MoHuTOpPUHT 3¢hdekTmuBHoCTN ACUT: AMBpo3uns 40-544 4915.0
MoHuTopuHr acpekTnBHocTn ACUT: ByKouBeTHble fepeBbs 40-542 5070.0
MoOHUTOPUHI 3phekTuBHOCTU ACUT: 3nakoBble TpaBbl 40-543 4915.0
MoHuTopuHr apekTnsHoctn ACUT: MonbiHb 40-545 4915.0
Mopdonormnyeckoe nccnegosaHme bMonNnCMNHOro Matepmana Ans OHKOANArHOCTUKN 12-211 7053.0
Mopdonormnyeckoe nccnegosaHne bnonTaToB NpeacTaTesIbHON XKenesbl 12-215 27978.0
Mopdonormnyeckoe nccnegosaHme 60abLLWONO onepaunoHHOro Matepmana (Npenapat 12-213 34953.0
6onee 5 cM. Ky6. n NMMGOy3bI

Mopdonorn4yeckoe nccriengoBaHme Masioro ornepaumMoHHOro Matepmrasa orpaHM4eHHoOro 12-212 14028.0
TKaHblO OOHOro opraHa (oo 5

Mopdonormnyeckoe nccnegosaHme onepaumMoHHOro MmaTepuassa CMMynbTaHHOW onepauun | 12-214 51228.0
0719 OHKOOMArHOCTUKN

Mo4eBas KMCN0Ta B CYTOYHON MoYe 06-059 370.0
MouyeBas KucsoTa B CbIBOPOTKE 06-033 340.0
Mo4yeBMHa B CyTOYHON MoYe 06-058 340.0
Mo4eBnHa B CbIBOPOTKE 06-034 340.0
My>XCKO FOPMOHabHbIN CTaTyC - 6a30Bble NnabopaTopHblie NoKa3aTenu 40-148 3370.0
MynbTudgokanbHasa buoncusa xxenyaka ¢ oueHKon no kKnaccnpukaumm OLGA ¢ 12-219 14958.0
BbigBneHneMm Helicobacter pylori

MbIWwbSK B BOos1OCaX 06-210 1050.0
MbIWbaK B MO4e 06-119 1050.0
MbIWbAK B HOFTAX 06-296 1050.0
MbILWbBSK B CbIBOPOTKE 06-093 1050.0
HapyleHnsa MeHCTpyanbHOro umknaa (FopMoHabHbIN Npoduiib) 40-101 6730.0
HacnepctBeHHasa runepbunupybuHemnsa. CnHgpom XXunobbepa 42-024 3690.0
HaTpwuin B BOs1IOCax 06-196 1050.0
HaTpun B HOrtax 06-302 1050.0
HaTpun B cyTO4HON MoYe 06-068 380.0




Ha3BaHune aHann3a Kon LleHa (R)
HaTpun B CbIBOPOTKE 06-065 380.0
HenpoHcneuunduyeckaa sHonasa (NSE) 08-058 2025.0
HenTpanusywuime aHTUTeNa K npenapatamMm nHTepgepoHa-anbda 20-108 4758.0
HenTpanusylowme aHTUTENa K NMpenapaTaM nHTepdepoHa-raMmma 20-110 4758.0
Hvkenb B BoN10Cax 06-207 1050.0
Hukenb B Mo4ve 06-118 1050.0
Hukesnb B HOrTax 06-293 1050.0
Hvkenb B CbIBOPOTKE 06-092 1050.0
Hunobun B Bonocax 06-340 1050.0
Huobun B moye 06-339 1050.0
Huobunn B HorTax 06-341 1050.0
Hnobunin B cbiBOpOTKE 06-338 1050.0
Haw-dnbpoTecT 40-650 11760.0
O6nacTb (hakTopa azoocnepmun (Locus AFR). BeiseneHne myTauun del AZFa, AZFb, AZFc | 18-039 4685.0
O6Hapy»xeHune akcnaHcnm GAA-noBTopoB B reHe FXN npu aTtakcum ®puapeixa (Ad) 42-049 5400.0
O6Hapy>XeHne 3KCMaHCUM Npu pPOHTOTEMMNOPaSIbHON AeEMeHL N N BOKOBOM 42-083 5185.0
aMmuoTpocumnyeckom cknepose (C9orf72)

O6cnepoBaHMe AOMaLLHEro rnepcoHana (pacwmpeHHoe) 40-541 11210.0
Ob6cnepoBaHMe AOMaALLHEro rnepcoHana (CKPUHWUHI) 40-540 6310.0
O6cnepoBaHMe XeHLWWH Npu naaHnpoaHum KO (2-5 geHb uunkna) 40-519 15000.0
O6cnepoBaHMeE MY>XUYMH NpY NMaaHUpoBaHumn KO 40-518 6000.0
O6cnepoBaHMe NeYeHn: CKPUHUHT 40-500 1680.0
ObcnepoBaHve WUTOBUAHOW Xenes3bl 40-439 1850.0
Ob6cnenoBaHMA Ha YacTble reHeTU4YecKue NpUYKnHbI Mo3)XeykoBon aTakcum (CUA 42-048 5630.0
1,2,3,6,7, AD)

O6wnin aHanms KpoBu (6e3 nenkounTapHonm opmMynbl 1 CO3I) 02-014 360.0
O6LwKnin aHanM3 MOKPOThI 02-021 870.0
O6LWwKnin aHaAn3 Mo4YM C MUKPOCKONMEN 02-006 390.0
O6LwKnin aHanNM3 MoO4YN C MUKPOCKoNUen (pesynbTaT Mo MoasaM 3peHuns) 02-047 600.0
O6wnin nabopaTopHbLIN CKPUHUHI (OHKONOrNYeCcKnin) 40-136 4090.0
0O6s13aTeNbHbIN KOMMJIEKC Nepes NpoTe3npoBaHUEM 40-609 5030.0
OKWUCJIEHHbIE NNMOMPOTENHbI HU3KOW MIOTHOCTY (OKJIHI) 06-444 3420.0




Ha3BaHune aHann3a Kon LleHa (R)
OKpacka reMaTOKCUJIMHOM N 303MHOM FMCTOJIONMYECKMX CPEe30B Ha 1 rMCTO/IOrNYeCcKoMm 12-188 311.0
MUKponpenapaTe

OkckapbasenunH 15-028 3425.0
OnaH3anuH 15-014 3425.0
OsnioBO B BOJIOCAX 06-344 1050.0
OsnoBo B Mo4e 06-343 1050.0
Os10BO B HOI'TAX 06-345 1050.0
0ON0oBO B CbIBOPOTKE 06-342 1050.0
OHKOIOrMYeCKN CKPUHUHT LLNTOBUAHOWN Xene3bl 40-482 3210.0
OHKOMapKepbl 418 XEeHLWNH 40-440 2970.0
OHkonpodunakTnka gasa my>k4mH (MCA obwmn + MCA cBobogHbIN) 41-007 1540.0
OHKONpodUNaKTNKa XeHLWNH 40-335 1980.0
OHKOCKPUHUWHI LUENKN MAaTKWN: XXNAKOCTHasa umtosnorusa ¢ BM4Y-tectom (Roche, 40-528 3700.0
LLsenuapus)

Onpepenenne HER2 ctaTyca onyxonn metonom FISH 12-053 33460.0
Onpepenenne HER2 ctaTtyca onyxonn metogom CISH 12-054 33460.0
Onpegenenne asngHocTn IgG Kk Cytomegalovirus 07-160 1585.0
Onpepenenne asngHocTn IgG K Epstein-Barr virus VCA 07-161 1430.0
OnpegeneHue aBngHocTn IgG K Herpes simplex virus 1/2 07-162 825.0
Onpepenenne asnaHocTn IgG k Rubella virus 07-163 1080.0
Onpepenenne asnaHocTn IgG kK Toxoplasma gondii 07-118 1505.0
OnpepeneHne akTMBHOCTU MHrnMbmnTopa Cl hakTopa kKomnaemeHTa (C1INH) 13-129 4263.0
OnpefeneHne aHTUTEN K BUPYCY KpacHyxu, IgG (Konm4yecTBeHHO) 07-040 730.0
OnpeneneHne aHTUTEN K BUPYCY KpacHyxu, IgM 07-042 910.0
OnpeneneHne MeTunnpoBaHus reHa MGMT B buoncuinHom (onepaLmnoHHOM) MaTepuane 12-294 11780.0
OnpepneneHne MUKpOCaTENINTHON HecTabnnbHocTn MMR (MSI) 12-147 30200.0
Onpepenenne myTaumm reHa BRAF B TKaHax onyxonen 12-066 16180.0
OnpepeneHune myTaumm reHa EGFR B TKaHsX onyxosein 12-067 22655.0
Onpenenenne myTtaumnm B reHe C-KIT 12-145 24210.0
Onpepgenenne myTtaumm reHa K-RAS 12-055 15980.0
OnpegeneHune myTtauunm reHa N-RAS 12-056 15980.0
OnpepeneHne Hann4na NeTy4nx TOKCUYEeCKUX BeLLecTB B MoYe 19-021 2060.0




Ha3BaHune aHann3a Kon LleHa (R)
OnpepneneHne HanM4Yna CypporaTtoB askoros, 1eTy4nx TOKCUYECKMNX BeLlecTB 1 19-012 2670.0
KOMIMOHEHTOB TEXHUYECKON XNAKO

OnpepfeneHne HapKOTUYECKUX, MCUXOTPONHbIX U CUIBHOAENCTBYIOWMX BELWeCTB B 19-009 14960.0
BOJIOCaX UM HOFTAX (NpefBapuTe

OnpepfeneHne HapKOTUYECKNX, MCUXOTPOMHbIX U CUIbHOLENCTBYIOWMX BewecTs B KpoBn | 19-010 7500.0
nnn moye (NpeaBapuTesbHbI

OnpeneneHne HeOMIACTNYECKUX U3MEHEeHU sHgomeTpusa - PTEN 12-132 10260.0
OnpeneneHne HeonTeprHa B CbIBOPOTKE KPOBU (AMarHocTmka Tybepkynesa n BUPYCHbIX 13-095 1995.0
VHMEKLNI)

OnpepfeneHne HUKOTMHa N ero metabonmTa (KOTUHUH) B MOYe 19-013 4660.0
OnpepeneHne HUKOTUHa 1 ero MmetabosnTta (KOTUHWH) B C/IIOHE 19-019 4660.0
OnpepeneHne HUKOTUHa 1 ero MeTabonnToB (KOTUHWUH, 3-TMAPOKCUKOTUHWH, 19-018 6195.0
HOPHMKOTWH, aHaba3nH) B MoYe

Onpepnenexune obuien reMonMTMYECKON cnocobHocTn komnnemeHTa (CH-50) 13-137 1585.0
OnpeneneHue oMmera-3-nHaeKca 06-220 4920.0
OnpepneneHune oHkonpoTenHa pl6ink4a 12-140 10170.0
OnpepeneHne nepectponkn reHa ALK npu pake nerkoro metogom UMX 12-069 16950.0
Onpepenenne nepectporikn reHa ROS1 B TkaHu onyxonn metogom UIX 12-148 15025.0
OnpegeneHue npegnkTopa nameHeHnnm sngomeTpusa PTEN, Ki-67 12-134 15495.0
OnpegeneHne NPOrHOCTUYECKOro Mapkepa (1 aHTuTeno) 12-106 11030.0
Onpepenenne peuenTtopa PD-L1 B TKaHW onyxonn metogom UIX 12-141 17335.0
OnpepeneHne pucka BO3SHUKHOBEHUSA U HebnaronpuaTHOro TeyeHns 3abonesaHuns 12-137 8170.0
ypoTennanbHOro paka Mo4eBor

Onpepenenne cneymndunydecknx IgG kK 90 Hanbonee 4acTo BCTpeyYaeMbiM MULLEBLIM 21-090 17175.0
annepreHam

Onpepenenne TokcuHos A 1 B Clostridium difficile 10-068 2090.0
OnpegeneHne ypoBHSA 3TUI0BOIr0 aJIKOrosid, KONMYEeCTBEHHO (KpOBb, MOYa) 19-011 4000.0
OnpeneneHne pakummn TpaHcheppmrHa (CDT) (anarHocTuka 3sioynotpebneHus 06-236 3725.0
ankKorosnem)

OnpefeneHne XMMmM4eCcKoro cocTaBa MOYeBOro KaMHs MeTOA40M NH(PaKpacHOMN 02-055 4670.0
CNEeKTPOCKONUN

OnpegeneHune untokepaTuHa CK20 B ocagke Mo4n 12-138 8480.0
OnpepeneHne 4yBCTBUTENLHOCTU K UMMYyHOMOAYATOpaM: Annu3apuH 20-093 834.0
OnpepneneHne 4yBCTBUTENbHOCTU K UMMYyHOMoAynaTtopam: Apbugon 20-092 834.0




Ha3BaHune aHann3a Kon LleHa (R)
OnpeneneHne 4yBCTBUTENBHOCTU K UMMYyHOMOAYNATOpaM: Apbuaon aeTckui 20-129 834.0
OnpepeneHne 4yBCTBUTENbLHOCTU K UMMyHOMOAYATOpaMm: ManasuTt 20-095 834.0
OnpepfeneHne 4yBCTBUTENLHOCTU K UMMyHOMOAYyATOpaM: ['enoH 20-096 834.0
OnpepfeneHne 4yBCTBUTENbHOCTU K UMMYyHOMOAYNATOPaM: [enoH AeTCKnn 20-130 834.0
OnpegeneHne YyBCTBUTENBLHOCTU K UMMYyHOMOAynATopaM: NyToOKCUM 20-097 834.0
OnpepneneHne YyBCTBUTENBLHOCTU K UMMYHOMOAynATopaMm: N30NpuUHO3VH 20-098 834.0
OnpepneneHne 4yBCTBUTENIBHOCTU K UMMYyHoMoAynaTopamM: MMMyHan 20-099 834.0
OnpegeneHne 4yBCTBUTENLHOCTU K UMMYyHOMOAynAaTopaMm: MIMMyHOMaKC 20-100 834.0
OnpepeneHne 4yBCTBUTENLHOCTU K UMMYyHOMOAYNATOpPaM: VIMMYyHOMaKC AeTCKUN 20-131 834.0
OnpepeneHne 4yBCTBUTENLHOCTU K UMMYyHOMOAYNATOPaM: MIMyHOPUKC 20-101 834.0
OnpegeneHne 4YyBCTBUTENBLHOCTU K UMMYyHOMoAynATopaMm: MiIMyHodaH 20-102 834.0
OnpepeneHne 4yBCTBUTENbLHOCTU K UMMyHOMOAynAaTopaM: MiIMyHogaH feTcKuin 20-132 834.0
OnpepneneHne 4yBCTBUTENBHOCTU K UMMYHOMOAYnATopaMm: Jinkonnpg, 20-103 834.0
OnpepeneHne 4yBCTBUTENbHOCTU K UMMYyHOMOAYAATOpaM: JInkonug AeTCKuin 20-133 834.0
OnpepfeneHne 4yBCTBUTENLHOCTU K UMMyHOMoAyaTopaMm: NaHasup 20-104 834.0
OnpeneneHne 4yBCTBUTENbHOCTU K UMMYyHOMOAynaTopam: MNoanokcmaoHnn 20-105 834.0
OnpepfeneHne 4yBCTBUTENbHOCTU K UMMyHOMOAYNATOPaM: MoIMOKCNAOHNI AEeTCKUIA 20-134 834.0
OnpepeneHne 4YyBCTBUTENLHOCTU K UMMYHOMOAYIATOpPaM: TakKTUBUH 20-106 834.0
OnpegeneHne YyBCTBUTENBLHOCTU K UMMYHOMOOYNATOpaM: TaKTUBUH OETCKUN 20-135 834.0
OnpepeneHne 4yBCTBUTENbLHOCTU K UMMYyHOMOAYATOPaM: TuMoreH 20-107 834.0
OnpepeneHne 4yBCTBUTENLHOCTU K UMMYyHOMOAYIATOpPaM: TUMOreH AeTCKUN 20-136 834.0
OnpepenieHne 4yBCTBUTENLHOCTU K UMMYyHOMoAynAaTopam: LinTosump-3 20-094 834.0
OnpeneneHne YyBCTBUTENBLHOCTU K MHOYKTOpPaM nHTepdepoHa: ANnokKuH-anbga 20-088 834.0
OnpepneneHne YyBCTBUTENbHOCTU K MHOYKTOpPaM nHTepdepoHa: AMUKCUH 20-087 834.0
OnpegeneHne 4YyBCTBUTENBLHOCTU K MHOYKTOPaM MHTepdepoHa: AMUKCUH OETCKUN 20-126 834.0
OnpegeneHne 4YyBCTBUTENLHOCTU K MHOYKTOpPaM uHTepdepoHa: Karouen 20-089 834.0
OnpepeneHne 4yBCTBUTENLHOCTU K UHAYKTOPaM UHTepdepoHa: Karouesn geTckum 20-127 834.0
OnpegeneHne 4YyBCTBUTENBLHOCTU K UHOYKTOpaM nHTepdepoHa: Heosunp 20-090 834.0
OnpeneneHne 4YyBCTBUTENBLHOCTU K UHOYKTOpaM nHTepdepoHa: LimknodepoH 20-091 834.0
OnpepeneHne 4yBCTBUTENbHOCTU K UHAYKTOPaM UHTepdgepoHa: LUnknothepoH aeTckuni 20-128 834.0
OnpepneneHne 4yBCTBUTENIBHOCTU K NpenapaTamMm nHTepgepoHa-aabda: BenngepoH 20-116 834.0




Ha3BaHune aHann3a Kon LleHa (R)
OnpepneneHne 4yBCTBUTENBHOCTW K NpenapaTaM nHrtepgepoHa-anbda: BugepoH 20-117 834.0
neTcknn (MHTepdepoH-anbda-2b)

OnpegeneHne 4YyBCTBUTENLHOCTU K NMpenapaTtam nHTtepgepoHa-anbda: NeHhepoH 20-120 834.0
OnpegeneHue 4yBCTBUTENLHOCTU K NMpenapaTtam nHtepdgepoHa-ansda: NpunndepoH 20-118 834.0
OeTCKUn

OnpepneneHne 4YyBCTBUTENLHOCTU K NMpenapaTtaMm nHTepgepoHa-anbda: NHTepansb 20-121 834.0
OnpepneneHne 4yBCTBUTENBHOCTU K NpenapaTaM nHrtepgepoHa-anbda: NHTPOH 20-122 834.0
OnpegeneHne 4YyBCTBUTENLHOCTU K MpenapaTam nHrtepgepoHa-anbda: PeanbanpoH 20-123 834.0
OnpegeneHne 4yBCTBUTENLHOCTU K NMpenapaTaMm nHTepgepoHa-ansda: PeadepoH 20-124 834.0
OnpegeneHue 4yBCTBUTENLHOCTU K NMpenapaTtam nHTepgepoHa-anbga: PodhepoH 20-125 834.0
OnpepfeneHne 4yBCTBMTENLHOCTU K NpenapaTamM nHTepgepoHa-beTa: beTtadhepoH 20-111 834.0
OnpepfeneHne 4yBCTBMTENLHOCTU K NpenapaTaM nHtepgepoHa-beta: MHpunbeTa 20-113 834.0
OnpeneneHne YyBCTBUTENBLHOCTU K NpenapaTam nuHTepdgepoHa-beta: Pebudg 20-112 834.0
OnpeneneHne 4yBCTBUTENBLHOCTU K NpenapaTamMm nHTtepgepoHa-beta: CMHHOBEKC 20-114 834.0
OnpeneneHne 4yBCTBUTENLHOCTU K NMpenapaTaM uHTepgepoHa-beta: Tebepud 20-115 834.0
OnpegeneHune 4yBCTBUTENLHOCTU K rMpenapaTtam nHTepgepoHa-ramma: NlammadgepoH 20-119 834.0
OnpepfeneHne aKCNaHCUM TPUMNAETOB NMpu cnnHouepebennspHon atakcum 1 Tmna (B reHe | 42-043 4410.0
ATXN1)

OnpeneneHne aKCcNaHCUM TPUMNJIEToB Npu cnnuHouepebennspHon aTakcum 2 Tuna (B reHe | 42-044 4410.0
ATXN2)

OnpeneneHne sKCNaHCUN TPUMNNETOB NpU CNnHoLepebennapHoni atakcum 3 Tuna (B reHe | 42-045 4410.0
ATXN3)

OnpepfeneHne aKCNaHCUM TPUMIETOB NMpu cnnHouepebennspHonm aTakcum 6 Tuna (B reHe | 42-046 4630.0
CACNA1A)

OnpeneneHne aKCNaHCUM TPUNJIETOoB Npu cnnHouepebennspHon atakcum 7 Tuna (B reHe | 42-047 4410.0
ATXN7)

OPBW-ckpuH 09-179 3370.0
OCHOBHble 3CcCeHunabHble (XKN3HEHHO HeobXxoAMMbIe) N TOKCUYHbIE MUKpo3aeMeHThl (13 | 06-233 3630.0
rnokasaTenen)

OcTa3za 06-271 3562.0
OcTpble KnweYHble nHpekumn: Rotavirus A, Norovirus Il, Astrovirus 09-180 1320.0
OcTpble KuweYyHble nHhekumn, CKpnHMHr (Shigella spp., E. coli (EIEC), Salmonella spp., 09-134 1600.0
Campylobacter sp

OueHKa 1 KOHTPOJ1b 0CNoXXHeHn nocne COVID-19 40-662 4000.0




Ha3BaHune aHann3a Kon LleHa (R)
OueHKa MMMYHHOro oTBeTa K AeTCKUM NHAPEeKUNAM 40-539 7000.0
OueHka MHCYIMHOpe3ncTeHTHoCcTK (nHaoekc HOMA-IR) 40-619 1150.0
OueHKa cocToAHUSA T-KeTOYHOr0 3BeHa UMMYHUTETA 20-085 5190.0
OueHka ypoBHS akcnpeccun PDL1 12-305 7510.0
OueHka pyHKUUNM HaaNo4Ye4YHNKOB 40-151 3780.0
MannnepnaoH 15-030 3425.0
MaHenb aHTUTEN K aHTUreHam umtonna3mel HenTpodunos (ANCA Combi 7: 13-081 3390.0
npoTenHasa-3, Mmesonepokcnaasa, Hen

MaHenb TectoB "TORCH-IgG" 40-003 2830.0
MaHens TectoB "TORCH-IgM" 40-004 3320.0
MaHenb TecTtoB "TORCH-aHTMTENA" 40-035 6140.0
MapaTupeongHbl FOPMOH, NHTaKTHbLIN 08-033 1145.0
MapokceTuH 15-015 3425.0
MaTonoroaHaTOMMYeCKasa AMarHOCTUKa KOHCY/IbTaTUBHOIo MaTtepuana (ognH 12-189 1475.0
MUKponpenapaT)

MencunHoreH | 08-097 1960.0
MencunHoreH lI 08-099 1960.0
MencuHoreHsl | n Il ¢ pacyeToM COOTHOLWIEHMUSA 40-660 2245.0
MepBUYHasa AMaArHOCTUKA aHEMUN 41-011 1400.0
MNMepBMYHas oMarHOCTMKa caxapHoro anabera 41-010 1500.0
MepBuyHoe obcnepoBaHMe WMTOBUOHOWN »Kene3bl 40-481 1840.0
Mepen BaKkUMHaUWen 40-444 13700.0
MNepen BakunHauwnen ot COVID-19: MNUP-TecT, aHTuTena IgM un IgG, cymmapHbie 40-663 1500.0
Mepen HavyanoMm rnpmemMa crieunasnbHOro NUTaHmUA 40-605 5440.0
Mepe3anueka 610ka C N3roTOBJIEHNEM OZIHOIO FMCTOJIONMYECKOro CTeKNa 12-277 2403.0
MepecmoTp nepen UMX (6e3 BbIHECEHUS 3aKJOYEHUS, 015 onpeaesieHns BO3MOXKHOCTH 12-276 5658.0
noctaHoBku UMX peakuun n

MuTaHne, cNopT, BUTaMUHbI (32 reHa) 42-107 27905.0
MuweBas anneprusa 40-538 10380.0
MnasmuHoreH, % akTUBHOCTU 03-020 970.0
MnaHnpoBaHue 6epeMeHHOCTUN - FOPMOHAJIbHbIE aHaNN3bI 40-046 5840.0
MnaHnpoBaHue 6epeMeHHOCTU - 340POBbE NAPTHEPOB (A1 XKEHLLWH) 40-044 3660.0




Ha3BaHune aHann3a Kon LleHa (R)
MnaHnpoBaHue 6epeMeHHOCTU - 340POBbE NAPTHEPOB (A1 MY>XUMH) 40-125 3660.0
MnaHupoBaHne 6epeMeHHOCTN - HeobXxoAnMbIE aHaN3bI 40-047 9150.0
MNMnaHupoBaHne 6epeMeHHOCTHN - o6s3aTeNbHble aHaIN3bI 40-045 7890.0
MnaTtnHa B BoJsIOCaX 06-409 1050.0
MNnatnHa B MoYe 06-408 1050.0
MNnaTtuHa B HOrTAX 06-410 1050.0
MnaTuHa B CbIBOPOTKE 06-407 1050.0
MnaueHTapHbIN NaKTOreH 08-034 1125.0
MnaueHTapHbIN hakTop pocTa (PIGF) 08-139 4590.0
MNoaTBepxaeHne MHPULMPOBAHUA B-reMonmTn4ecknmMm CTpenToKoKKoM rpynmnbl A (St. 40-164 1350.0
Pyogenes)

MonHoe nabopaTopHoe obcnefoBaHme 300P0BbSA XKEHLLMH 40-495 23580.0
MonHoe nabopaTopHoe obcnenoBaHMe 340POBbS XEHLWH nocne 45 40-496 24430.0
MonHoe nabopaTtopHoe obcnenoBaHne 340POBbSA MY>XXUYUH 40-494 22520.0
MonHoe MoneKynsspHO-reHeTn4Yeckoe nccaenoBaHve LMTOoNIOrM4eckoro matepmana 40-672 13245.0
wuTtoBmaHom xxenesbl (KRAS, NRAS, HRAS, TERT, BRAF, RET/PTC, PAX8/PPARG)

NOJ1 (nepekncHoe oKncneHne nMNnLoBs) 06-359 2670.0
MopcdunpurHbl (7 NOKasaTenen) B MoYe 06-269 2710.0
Moces Candida spp./apox>»xenonobHele rpubsbl ¢ NOAGOPOM aHTUMNKOTUYECKUX 10-004 940.0
npenapaTos

Moces Candidua Spp. C onpeneneHNneM 4yBCTBUTESIbHOCTU K aHTUMUKOTUKAM 1 noabopom 10-076 1180.0
MUWHUMaNbHON NoAdaBnsoLe

Moces Kana Ha MaToreHHyw qopy (ans. rpynna v TucdonapatndgosHasa rpynmna) 6es 10-057 890.0
onpeneneHns YyBCTBUTESNbH

lMoceB Kafnla Ha NaToreHHyw dnopy (an3. u TudonapaTrndosHas rpynnbl) C ornpea. 10-012 1090.0
YYBCTBUT. K aHTUBMOTMKaM

lMoceB Kafla Ha NaTOreHHbIE SLLEePUXmn 10-053 1070.0
Moces Kafna Ha YC/IOBHO-MaToreHHyto diopy 6e3 onpeneneHns 4yBCTBUTENbHOCTU K 10-056 1150.0
aHTNbnoTuKam

lMoceB Kajla Ha YCJIOBHO-MaTOreHHY1o phaopy € onpeaesieHneM YyBCTBUTENILHOCTU K 10-015 1350.0
aHTUbMoTuKam

lMoceB KPOBU 1 INKBOPaA Ha CTEPUJILHOCTb 10-047 3804.0
Moces Ha Aspergillus spp. 6e3 onpeneneHna 4yBCTBUTENbHOCTU K aHTUMUKOTUYECKUM 10-069 810.0

npenapaTtaM (Ma3ku pasn




Ha3BaHune aHann3a Kon LleHa (R)
MoceB Ha Bordetella pertussis/parapertussis 10-052 1595.0
MoceB Ha Chlamydia trachomatis 10-005 2776.0
Moces Ha Chlamydia trachomatis c onpeneneHnemM 4yBCTBUTENILHOCTUN K aHTUBNOTUKAM 10-006 4357.0
Moces Ha Cryptococcus spp. 6e3 onpegeneHns 4yBCTBUTENIbHOCTN K aHTUMUKOTUYECKNM 10-070 1135.0
npenapaTtaM (Masku pas

Moces Ha Gardnerella vaginalis 10-048 960.0
MoceB Ha Mycoplasma hominis 10-044 1660.0
Moces Ha Mycoplasma hominis c onpeneneHnem 4yBCTBUTEIbHOCTU K @aHTUBMOTUKAM 10-002 1660.0
(npwu TnTpe 1x10™4 v BbIWe)

Moces Ha Trichomonas vaginalis 10-007 397.0
Moces Ha Ureaplasma urealyticum 10-045 1660.0
Moces Ha Ureaplasma urealyticum c onpegeneHmnem 4yBCTBUTENbLHOCTU K aHTUbMotnkam | 10-003 1660.0
(npn TuTpe 1x10™4

MoceB Ha Yersinia spp. 10-051 820.0
Moces Ha aHa3pobHyto nopy 10-043 1530.0
MocesB Ha asapobHyto N haKyNbTaTUBHO-aHa3pobHYy0 iopy 10-049 1225.0
Moces Ha aspobHyto N hakynbTaTUBHO-aHa3pPobHYy0 hopy C onpeaeneHnem 10-038 1780.0
YyBCTBUTEJIbHOCTU K aHTUBNOTMKaM n

Moces Ha Bo3byauTenen aepmatoMnkosos (Trichophyton spp., Microsporum spp., 10-072 1270.0
Epidermophyton spp.) 6

lMoceB Ha reMoOINTUYECKUI CTPENTOKOKK rpynnbl A 10-009 865.0
Moces Ha rpmubsl pogos Candida, Aspergillus, Cryptococcus ¢ nog6opom 10-071 1290.0
aHTUMMKOTUYeckux npenapaTtoB ans C

Moces Ha andTepuio (Corynebacterium diphtheriae) 10-010 1020.0
MoceB Ha 30/I0TUCTLIN CTAaPUIIOKOKK (S. aureus), KOJINYECTBEHHbIN pe3ysbTaT 10-062 1135.0
MoceB Ha 30/10TUCTLIN CTAaPUIOKOKK (S. aureus), Ka4eCTBEHHbIN pe3ybTaT 10-067 1115.0
MoceB oTAENSEMOro paHbl Ha aHa3pobHyto dopy 10-046 1220.0
MoceB oTAENSEMOro paHbl Ha a3pobHyto 1 hakyNbTaTUBHO-aHa3pobHyo dhaopy 10-073 1270.0
MoceB oTAENSEMOr0 paHbl C onpegesieHneM YyBCTBUTENbHOCTU K aHTUBMoTnKam n 10-074 2000.0
nonbopoM MMHMMaNbLHOW NoAaBAA

MoceB cooep>XMMOro AecHeBOro kKapMaHa Ha aHa3pobHyto dopy 10-026 980.0
MoceB Ccooep>XMMOro AeCHEBOro KapMaHa Ha aspobHyto 1 akyibTaTUBHO-aHa3PobHYo 10-025 1030.0
hnopy

Mpa3eonnm B BONOCAX 06-367 1050.0




Ha3BaHune aHann3a Kon LleHa (R)
Mpa3eognm B Moye 06-366 1050.0
Mpa3eonnm B HOrTAX 06-368 1050.0
Mpa3eognM B CbIBOPOTKE 06-365 1050.0
MperHeHonoH 08-123 3565.0
MperHeHoNoH B cntoHe, BOXKX 08-170 7250.0
MpeapacnosoXXeHHOCTb K MOBbILLUEHHON CBEPTLIBAEMOCTM KPOBU 42-001 2090.0
Mpenpacnono’XXeHHOCTb K MOBbILLEHHOMY YPOBHIO FOMOLMCTENHA (FeHbl (hePMEHTOB 42-002 4140.0
¢0N1aTHOro UnKa)

MpenpacnonoXXeHHOCTb K paHHEN NPUBbLIYHON NoTepe 6epeMeHHOCTH 42-007 4160.0
MpeapacnosioXXeHHOCTb K paHHEN NpUBbIYHON NoTepe 6epeMeHHOCTM (paClUNpPEHHbIN) 42-008 6210.0
MpeapacnoaoXXeHHOCTb K CepAEYHO-COCYANCTON HEJOCTAaTO4YHOCTH 42-005 2260.0
Mpoba Pebepra (kNMpeHC 3HAOreHHOro KpeaTUHMHA) 02-011 420.0
Mpoba CynkoBuya 02-032 280.0
MpoBoAKa rMcToNIOrM4eCcCKoro MmaTepuana 12-208 3705.0
MporacTpuH-BbicBO6OXK Aatowmm nentmg (Pro-GRP) 08-128 3845.0
lMporecTtepoH 08-112 720.0
MporectepoH cBobOAHbLIN B C/toHe, BOXKX 08-157 1855.0
MporHos acppekTnBHOCTU ACUT: ByKoLBeTHbIe fiepeBbs 40-509 5240.0
MporHos acpchekTuBHOCTU ACUT: 3n1aKoBble TpaBbl 40-510 5970.0
MporHo3 acpdekTusHocT ACUT: CopHble TpaBbl 40-511 16780.0
MponHCcynuH 08-125 4460.0
MpokanHamupg, 15-040 3310.0
MpokKanbUNTOHUH 06-261 2900.0
MponakTuH 08-122 650.0
MpocMOTp rMCTONOr N4eCKOro/MMMYHOrMCTOXNMNYECKOro MaTepurana (ogHOro 12-209 1938.0
npenapaTa) (BTOpOe MHEHME)

MpocMOTp N cCKaHMpoBaHue (oundpoBka) 1 roToBOro (FrMCTONOrM4eckoro, 12-190 7053.0
WMMYHOTMCTOXMMMUYECKOr0, KYbTypbl T

MpocTaTcneundunyeckmnn aHturen obwmn (MCA obwmn) 08-038 790.0
MpoTenH C 03-018 2330.0
MpoTenH S ceBoboOHbIN 03-019 2870.0
MpohurnakTnka ocTeonoposa 41-004 1450.0




Ha3BaHune aHann3a Kon LleHa (R)
MUP-onarHocTumka "knewesbix" nHbekunmn 40-176 2560.0
Pa3BepHyTaa gmarHocTtuka aHTudgochonmnmaHoro cnHgpoma (APC) 13-062 5200.0
Pa3BepHyTasa auarHoctuka 3MMM gna my>x4umH ("AHgpodnop"), AHK KonnyecTBeHHO 09-172 3325.0
[pean-Tanm MNLP]

Pa3BepHyTaa AmarHoCcTMKa caxapHoro gunabeta 40-489 2650.0
Pa3BepHyTaa AmMarHocTuka cknepogepmumu, IgG (MMMyHO610T aHTUHYKNeapHbIX aHTuTen: | 13-091 4245.0
aHTKn-Scl-70, CENT-A, C

Pa3BepHyTas nabopaTopHas AMarHOCTMKa aHeMUIA 40-132 7230.0
Pa3BepHyTaa nabopaTopHas AMArHOCTUKa aTepocKyieposa 40-140 7710.0
Pa3BepHyTas oueHka meMbpaHHOro n MoObuabLHOro (AMMNONPOTENAHOIO U 06-445 18880.0
CcBOOOOHOXKUPHOKMCIOTHOIO) NYJI0B XUPHbIX KUCIOT (PKK) B LLesIbHON KPOBK

Pa3BepHyTasa oueHka MOBMABLHOrO (IMNONPOTENAHOrO U CBOBOAHOXKMPHOKNCIOTHOIO) 06-446 15960.0
nyna XupHbeix kncnot (XKK) B cbiIBOpoTKe

Pa3BepHyTasa ceposiorms ayToMMMYyHHbIX 3aboneBaHNn NeyvyeHn 13-069 11610.0
Pa3eepHyToe nabopatopHoe obcnenoBaHne nevyeHn 40-484 5350.0
Pa3zBepHyToe nabopaTopHoe obcnenoBaHne Nog)Xenyao4HON XKesesbl 40-485 3040.0
Pa3zBepHyToe nabopatopHoe obcnepoBaHne noyvek 40-134 5550.0
Pa3zBepHyToe nabopaTopHoe obcnenoBaHne WMUTOBUAHON »Kese3bl 40-065 6280.0
Pa3BepHyTOe OHKOreHeTU4YeCcKoe nccaenoBaHue npu KosopekTasbHoOM pake (MSI, BRAF, 40-669 18185.0
KRAS, NRAS)

Pa3BepHyTOe OHKOreHeTu4eckoe nccaenoBaHne paka ferkoro (Mytauum B reHax EGFR, 40-670 11810.0
KRAS, BRAF, HER2)

PakoBbIt 9MBpMOHanbHbIA aHTUreH (P2A) 08-042 1060.0
PaHHAA akTuBauma T-kNeTok U T-perynaTopHble MMM OLNTDI 20-083 3560.0
PacTBOpuMbIe peLenTopbl TpaHcheppurHa 06-270 2150.0
PacwmnpeHHas AnarHoCTUKa HacnenCTBEHHOW HEMPOCEHCOPHOM TyroyxocTu (reHol GJB2, 42-101 9050.0
GJB3, GJB6, POU3F4, WFS

PaclumpeHHoe nMmmMmyHonormndyeckoe obcnegosaHmne 20-075 12140.0
PacwwnpernHoe nabopaTopHoe obcnenoBaHue cepaua 1 Cocynos 40-492 6500.0
PaclumpeHHbIN aHasM3 MOYM Ha opraHnyYeckme KMcaoThl (60 nokasaTenen) - B3pocble 1 06-224 9370.0
netun ctapwe 3 net

PacWwmnpeHHbI aHaIM3 MOYM Ha OpraHnYeckme KNCNoThbl anga geten oo 3 net (40 06-354 5905.0
nokasaTenen)

PaclunmpeHHbIN KOMMIEKC ANA NPOTE3NPOBAHMSA 40-610 8680.0




Ha3BaHune aHann3a Kon LleHa (R)
PaclunpeHHbIN KOMMAEKCHbIA aHaan3 KpoBu Ha meTabonuTel BUTammHa D (1,25-OH D3, 06-264 8150.0
25-OH D3, 25-OH D2, 24,25-0OH D3)

PacluMpeHHbI KOMMIEKCHLINM aHann3 Ha BUTaMuHbl (A, 6eTa-kapoTuH, D, E, K, C, B1, B2, 06-228 27940.0
B3, B5, B6, B9, B12)

PacluMpeHHbIN KOMMAEKCHbIN aHaIn3 Ha HaJlnyme TAXKENbIX MeTassI0B 1 06-235 7730.0
MUKpO31eMeHTOB (40 nokasaTenen)

PesmaTongHbI hakTop 13-020 350.0
PeemaTonaHbi pakTop, IgA 13-168 1270.0
Pe3yc-hakTop 03-008 470.0
PeHuni B BosIOCax 06-427 1050.0
PeHun B Mmoye 06-426 1050.0
PeHunin B HOrTAX 06-428 1050.0
PeHuin B cbiBOpOTKE 06-425 1050.0
PeHnH 08-095 1325.0
PeHTreHota3oBbIN aHaIM3 MOYEBOIro KaMHS 02-054 4700.0
PeTukynouunThbl 02-027 430.0
PeuenTop aHrnoteHsnHa 1 (AGTR1). BuisBneHne myTaummn A1166C (perynsatopHas 18-044 1100.0
obnacTb reHa)

PeuenTop aHrnoteHsuHa Il BToporo tuna (AGTR2). BuisBneHne mytauum G1675A 18-029 930.0
(perynatopHasa obnacTb reHa)

PuHuT/AcTMa (B3poCabi Npodunib) 40-682 12430.0
PuHnT/AcTMa (meTckum npodub) 40-681 12430.0
Puck Hanm4ma 3noKkavyecTBeHHOM onyxonanm sn4yHmnka (ROMA) 40-524 2410.0
Puck paHHero pa3suTusa paka MOJIOYHOW »Kefe3bl N ANYHUKOB 42-012 7790.0
PucnepnpoH 15-013 3425.0
PMIA ¢ CbINHOTUGO3HBIM AMAarHOCTUKYMOM pUKKeTcui NpoBaveka 07-153 675.0
PTyTb B BOM1OCaX 06-215 1050.0
PTyTb B MO4e 06-130 1050.0
PTyTb B HOrTAX 06-300 1050.0
PTyTb B CbIBOpOTKE 06-098 1050.0
Pybuonin B Bonocax 06-324 1050.0
Pybugun B moye 06-323 1050.0
Pybupnn B HOrTax 06-325 1050.0




Ha3BaHune aHann3a Kon LleHa (R)
Pybuanin B cbiBOpOTKE 06-322 1050.0
C3 KOMMNOHEHT KOMMJIeMeHTa 20-019 565.0
C4 KOMMNOHEHT KOMIJIeMeHTa 20-020 565.0
CanuuwnnoBas KUcaoTa (canuumnaTbl, canmumnammni,) 15-041 3475.0
Camapui B BosoCax 06-371 1050.0
Camapunm B Mmoye 06-370 1050.0
Camapum B HOI'TSX 06-372 1050.0
Camapun B CbIBOPOTKE 06-369 1050.0
CBuHeL, B BoJloCax 06-216 1050.0
CBuHeL B Mo4e 06-131 1050.0
CBUHeL, B HOITAX 06-301 1050.0
CBMHeL, B LeSIbHON KPOBK 06-099 1050.0
CsuHon rpunn (Influenza virus A/H1IN1, sw2009), PHK [pean-Tanm MLP] 09-119 2235.0
CeobopgHasn beTa-cybbeanHMLa XOPUOHMYECKOr0 roHaAo0TPONUHa YenoBeka (beta-XIry 08-021 900.0
cB060OAHbIN)

CeoboaHble kanna- n nambaa-uenn nMmMmyHornobynmHos B nnkesope, 1gG 20-010 2145.0
CeobogHble Kanna- n nambaa-uenn nMMyHornobynnHos B moye, IgG 20-011 2100.0
CeobogHble Kanna- n nambaa-uenn MMMyHorno06ynMHoB B CbiIBOPOTKe, 1gG 20-012 2920.0
CeneH B Bos1OCax 06-211 1050.0
CeneH B Moye 06-120 1050.0
CeneH B HOITAX 06-297 1050.0
CeneH B CbIBOPOTKE 06-094 1050.0
Cepa B BoJI0Cax 06-336 1050.0
Cepa B Moye 06-335 1050.0
Cepa B HOITAX 06-337 1050.0
Cepa B CbIBOPOTKE 06-334 1050.0
Cepebpo B BosoCcax 06-309 1050.0
Cepebpo B Moye 06-308 1050.0
Cepebpo B HOFTAX 06-310 1050.0
Cepebpo B CbIBOpOTKE 06-307 1050.0
Ceponoruyeckas gmnarHoctumka Helicobacter pylori 40-157 1630.0




Ha3BaHune aHann3a Kon LleHa (R)
Ceposiornyeckas aMarHocTuka kneuwesoro 6oppennosa n sHuedannTa 40-174 3350.0
Ceponiornyeckas gmarHoCcTmka Kopu, napoTmTa N KpaCHyXu 40-163 4300.0
CepoTOHUH B KPOBU 08-172 2725.0
CepTpanuH 15-021 3425.0
Cnponnmyc 15-034 3310.0
Cndpumnnc RPR (aHTUKapAWOAUMNVHOBbLIN TEeCT/MUKpOpeaKLumsa npeunnutTaummn), TUTp 07-056 450.0
Cndunuc PIMNIA (peakumsa nacCMBHOM remMarrjloTUHaUKUK), TUTP 07-117 600.0
CkaHupoBaHue (oungpoBKa) roTOBOro rmcTosIOrMYeCcKoro npenapaTta € 3anmcbio Ha 12-210 4728.0
nobon HocuTenb

CkopocTb ocefaHusa spuTpounTos (CO3) 02-007 300.0
CKPUHUHI @y TOMMMYHHOI0 NOpa)KeHnsa nevyeHun 13-067 8140.0
CKpuHUHr 6enka beHc-[>KoHCa B Mo4ve (MMMYHOMUKCALNS C MONMBaNEHTHON 13-122 2105.0
AHTUNCLIBOPOTKON)

CKPUHUHI 6onesHen coegnHNTENbHON TKaHW 13-059 2570.0
CKPUHUHI M1nenoMHon 601e3HM 1 napanpoTenHeMuit (MMMyHOMUKCaLNSA CbIBOPOTKN 13-099 2050.0
KPOBW C NeHTaBaNeHTHOW CbIBOPO

CKPUHUHIOBOE MMMYHOI0rn4yeckoe obcnenosaHue 20-076 6030.0
CKpPUHWHIroBOE NccnefoBaHne MoOYM Ha NpeaMeT Halu4ynsa HapKOTUYECKNX BeLlecTB N NX 19-016 2040.0
meTabonmToB (MOpPGUH, Me

CKPUHUHIroBOE NCCefoBaHne MOYM Ha nNpeaMeT HaJlndmsa HapKOTUYECKUX, 19-015 4263.0
NCUXOTPOMHBIX N CUSTbHOAENCTBYIOLLNX BE

CKpUHUHroBoe nccsiegoBaHne Ha npeamMeT HaJIMuYns HapKOTUYECKNX, NCUXOTPOMHbIX, 19-001 3500.0
CUJIbHOOENCTBYIOLLNX BELLECTB

CkpuHuHrosoe obcnefnosaHme Ha renbMmnHTO3bl (Opisthorchis, Toxocara, Trichinella, 07-113 1710.0
Echinococcus)

CKPUHUHT YHKLMN NeYeHn 1 MoAKeNyA04YHOWN Kefe3bl 41-009 2000.0
CKPUHUHI YHKLUN LWWNTOBUAHON Xene3bl 41-003 1130.0
CKpblTast KpoBb B Kasie, koanyecteeHHo (MeTon FOB Gold) 02-038 1290.0
Cmecb annepreHos gepeBbeB Ne 1 (IgE): kneH aceHenucToin, 6epesa, oyb, Ba3, macanHa, | 21-534 1500.0
rpeuKknn opex

Cmecb annepreHos aepebeB Ne 1 (IgG): kKneH ssiceHenucTbIn, 6epesa, Ba3, Ay6, rpeuxkui 21-576 1500.0
opex

CmMecb annepreHoB aepeBbeB Ne 2 (IgG): KNeH SCEHeNNCTbIA, Tonob, BA3, Ay6, nekaH 21-577 1500.0
Cmecb annepreHos gepesbeB Ne 5 (IgE): onbxa, newmnHa obbikHOBeHHas, BA3, nea benas, 21-537 1500.0

TOMoNb




Ha3BaHune aHann3a Kon LleHa (R)
CmMecb annepreHoB aepeBbeB Ne 5 (IgG): onbxa, newmHa obbIKkHOBEHHAS, BA3, nBa benasa, | 21-579 1500.0
TOMOJb

Cmecb annepreHoB gepesbes tx9 (ImmunoCAP), IgE: onbxa cepas, bepesa 21-702 1500.0
6opopaByaTas, newmHa, oy6, nea

CMecb annepreHoB XMBOTHbIX em1l (IgE): nepo rycs, nepo Kypuubl, Mepo yTKu, nepo 21-775 1500.0
nHaoka, NOA

Cmecb annepreHoB XMBOTHbIX ex1l (ImmunoCAP), IgE: nepxoTb KOWKMK, nowaaun, Koposbl, | 21-1002 1860.0
cobaku

CMecb annepreHoB XUBOTHbIX ex2 (ImmunoCAP), IgE: nepxoTb KOLWKK, NepxoTb cobaku, 21-666 1500.0
3NUTENNN MOPCKOMN CBU

CMecb annepreHoB XMBOTHbIX ex70 (ImmunoCAP), IgE: anntennn MopcKkom CBUHKMN, 21-1003 1860.0
KPOIMKa, XOMSsIKa, KPbICbl, Mbl

Cmecb annepreHoB XUBOTHLIX ex72 (ImmunoCAP), IgE: nepbs NnTunu: BOHUCTOro 21-1004 1040.0
nonyran4yunka, kKaHapenku, gJavH

CMmecb annepreHoB XunBOTHbIX Ne 1 (IgE): anuTennn KoKW, anntenui cobaku, nepxoTb 21-527 1500.0
nowanun, NnepxoTb KOPOBbI

CmMecb annepreHoB XMBOTHbIX Ne 70 (IgE): annTennn MopcKon CBMHKN, SNNTENniA 21-528 1500.0
KPONMKa, 3NNTeNNN XOMSAKa, 3

Cmecb annepreHoB XUBOTHLIX Ne 70 (IgG): annTennin MOPCKOW CBUHKWU, SNNTENNN 21-570 1500.0
KPOJIMKa, XOMSK, KpbICa, MbllUb

CMecb ansiepreHoB XMBOTHbIX Ne 72 (IgE): nepo BonHUCTOro nonyras, nepo 21-530 1500.0
OJINHHOXBOCTOrO Nonyras, nepo KaH

CMecb annepreHoB 31akoBbix TpaB gx1 (ImmunoCAP), IgE: exa cbopHas, oBCAHMUA 21-664 1500.0
nyrosas, nnesen, Tumodee

CMecb ansiepreHoB 3/1akoBbix TpaB gx2 (ImmunoCAP), IgE: cBuHOpOM Nanb4aTbIN, 21-1011 1480.0
nneses, TUMogeeBKa Jlyroeas,

CMechb assiepreHoB 3/1akoBbix TpaB gx3 (ImmunoCAP), IgE: KONOCOK AyWwunCTbIN, Nnesen, 21-1012 1500.0
TuModpeeBKa nyroeas, p

CMecb annepreHoB 3/71akoBbix TpaB gx4 (ImmunoCAP), IgE: KONoCoOK AywuncTbIN, nnesen, 21-1013 1500.0
TPOCTHUK O0BbIKHOBEHHbI

CMecCb ansiepreHoB 3/1akoBbix TpaB gx6 (ImmunoCAP), IgE: cBMHOpOM Nanb4aTbIN, 21-1014 1500.0
njeses, copro, koctep, byxa

Cmecb annepreHos nepbes NTuy ex71 (ImmunoCAP), IgE: rycs, Kypuubl, YTKU, MHOENKN 21-928 1860.0
CMmecb annepreHos nneceHn mx1l (ImmunoCAP), IgE: Penicillium chrysogenum, 21-663 1500.0
Cladosporium herbarum, Asp

Cmecb annepreHos naecenn Ne 1 (IgG): Penicillium notatum, Aspergillus fumigatus, 21-563 1500.0

Alternaria tenuis, C




Ha3BaHune aHann3a Kon LleHa (R)
Cmecb annepredos nbiaiv hm1l (IgE): gomawHaAa nbiib, Dermatophagoides pteronyssinus, 21-776 1500.0
Dermatophagoides fa

CMecb annepreHoB copHbix Tpae Ne 1 (IgE): ambpo3unsa 0bbIKkHOBEHHAS, NMOJIbIHb 21-538 1500.0
06bIKHOBEHHas, MOOOPOXHUK, Mapb

CmMecb annepreHoB copHbix Tpas Ne 1 (IgG): ambpo3unsa obbIkHOBEHHas, MNOJbIHb 21-580 1500.0
06bIKHOBEHHas, MOOOPOXXHUK, Ma

Cmecb annepreHoB CopHbix TpaB wx3 (ImmunoCAP), IgE: nonbiHb, NOOOPOXHUK 21-670 1500.0
JIaHUEeTOBUAHbIN, Mapb, 30710TapH

CMecb annepreHoB copHbix TpaB Wx5 (ImmunoCAP), IgE: ambpo3uns BbICOKas, NOJbIHb, 21-667 1500.0
HUBAHWK, OAYBaH4UK, 3

Cmecb annepreHos TpaB Ne 3 (IgE): KONOCOK AyWwnCTbIN, NaeBen, TUMogeeBKa yroeas, 21-006 1500.0
poXb nocesBHas, byxapH

Cmecb annepreHoB TpaB Ne 3 (IgG): KONOCOK AYWNCTbIN, POXKb MHOIMOJIETHSASA, POXb 21-567 1500.0
KyJIbTUBMPOBaHHas, TuMmodee

CMmecb annepreHos TpaB wx209 (ImmunoCAP), IgE: ambpo3uns Beicokas, ambposns 21-671 1500.0
ronomeTesnbyaTas, ambposnsa

Cmechb 6biToBbIX annepreHos dml (IgE): Dermatophagoides pteronyssinus, 21-780 1500.0
Dermatophagoides farinae, anute

CMecb 6bIToBbIX annepreHoB hx2 (ImmunoCAP), IgE: goMawHAA Nbifb, KeLl AoMallHeR 21-662 1500.0
nelan D. pteronyssinus,

Cmecb 6biToBbIX annepreHos Ne 9 (IgE): Dermatophagoides farinae, anutenuin Kowku, 21-561 1500.0
nepxoTb NoWwaan, nepxoT

CMechb MHransumoHHbix anneprenHos daml (IgE): anntennn kowkn, Dermatophagoides 21-777 1500.0
pteronyssinus, 6epesa,

CMecb MHransumoHHbIX annepreHoB Ne 1 (IgE): exxa cbopHasi, TumMmodeeBKa, SMOHCKUIA 21-556 1500.0
Kepnp, ambpo3nsa o6bIKHOBEH

CMecb MHransiunoHHbIx annepreHoB Ne 1 (IgG): exxa cbopHas, TuModeeBKa, AMOHCKUIA 21-598 1500.0
Keap, ambpo3ns obbIKHOB

CMecb nHransumoHHbix anneprenoB Ne 2 (IgE): TuMmogeeBka, Alternaria alternata (tenuis), | 21-557 1500.0
b6epesa, NoabIHb

CmMecb nHranaumnoHHbix annepreHoB Ne 2 (IgG): TumodeeBka, Alternaria alternata 21-599 1500.0
(tenuis), 6epesa, NosbIHb

CMecbh nHransaumoHHbix annepreros Ne 3 (IgE): Dermatophagoides pteronyssinus, 21-558 1500.0
SNUTENINN KOLLKW, INNTEeNNn

CMecb nHransaumoHHbix anneprenos Ne 3 (IgG): Dermatophagoides pteronyssinus, 21-600 1500.0
ANUTENNN KOLKW, INUTENNN

Cmecb nHranaumnoHHbix annepreHoB Ne 6 (IgE): Dermatophagoides pteronyssinus, 21-559 1500.0

Dermatophagoides farinae,




Ha3BaHune aHann3a Kon LleHa (R)
CMecb MHranaumnoHHbix annepreHoB Ne 7 (IgE): anntenuin Kowkun, nepxotb cobakm, 21-001 779.0
3NUTENNN KPOJINKaA, MEepXoTb

CMecCb UHransumoHHbix annepreHoB Ne 7 (IgG): annTennin KoKW, NnepxoTb cobaku, 21-1051 1500.0
3NUTENNN KPosInKa, NepxoTb

CMechb MHransumoHHbix annepreHoB Ne 8 (IgE): anntennn kowku, Dermatophagoides 21-560 1500.0
pteronyssinus, 6epe3sa, n

Cmecb nHranaunoHHbix annepreHoB Ne 8 (IgG): anutennn kowku, Dermatophagoides 21-602 1500.0
pteronyssinus, 6epe3sa, n

Cmechb kneweblx anniepreHos Ne 1 (IgE): Dermatophagoides pteronyssinus, 21-533 1500.0
Dermatophagoides farinae, Derma

Cwmecb knewebix annepreHosB Ne 1 (IgG): Dermatophagoides pteronyssinus, 21-575 1500.0
Dermatophagoides farinae, Derm

Cmecb nnuweBblix assiepreHoB fm11(IgE): nweHmMYHaa MyKa, OBCAHas MyKa, KyKypy3Has 21-540 1500.0
MyKa, CEMeHa KyHXyTa, I

CMecb nuueBbix annepreHoB fm1l5 (IgE): anenbcuH, 6aHaH, 5610k0, nepcuk, NPA 21-778 1500.0
CMecb nuweBbix annepreHoB fm24 (IgE): Tpecka, TyHew, KpeBETKM, I0CcoCb, Munaumn, NPA | 21-779 1500.0
Cmecb nuwesbix annepreHoB fx13 (ImmunoCAP), IgE: ropox, ¢aconb, MOPKOBb, 21-930 1860.0
KapTodenb

Cmecb nuuweBblx annepreHoB fx14 (ImmunoCAP), IgE: nommnaop, wnunHaT, KanycTa, 21-961 1860.0
KpacCHbI nepeLl

CMechb nuuieBbix annepreHoB fx15 (ImmunoCAP), IgE: anenbcuH, s6noko, 6aHaH, Nnepcuk 21-962 2050.0
CMmecb nuueBbix annepreHos fx16 (ImmunoCAP), IgE: 3emnaHuka, rpywa, n1MMOH, aHaHac | 21-963 1500.0
Cmecb nuwesbix annepreHoB fx17 (ImmunoCAP), IgE: s6noko, 6aHaH, rpyla, nepcmk 21-931 1500.0
Cmecb nuwesbix annepreHos fx18 (ImmunoCAP), IgE: ropox, apaxuc, cos 21-964 1500.0
Cmecb nnuweBblx asniepreHoB fx1 (ImmunoCAP), IgE: apaxuc, pyHOYK, aMepPUKaHCKNA 21-929 1500.0
opex, MUHAAsb, KOKOCOBbIN

Cmecb nuuwesbix annepreHos fx20 (ImmunoCAP), IgE: nweHwnua, poXXb, S4MeHb, p1UC 21-965 1860.0
CMmecb nuueBbix annepreHoB fx21 (ImmunoCAP), IgE: kuBwn, abiHA, 6aHaH, Nepcuk, 21-932 1860.0
aHaHac

CMecb nuweBbix annepreHoB fx22 (ImmunoCAP), IgE: opex nekaH, Kewbo, PUCTaLLKN, 21-933 1500.0
rpeuKknn opex

CMecb nuuieBbix annepreHoB fx24 (ImmunoCAP), IgE: ¢yHOYK, KpeBeTKa, Kueu, baHaH 21-1049 1500.0
CMmech nuueBbix annepreHoB fx26 (ImmunoCAP), IgE: sn4HbIn 6€n0K, KOPOBbLE MOJIOKO, 21-672 1500.0
apaxuc, ropymua

CMecb nuuweBbix annepreHoB fx27 (ImmunoCAP), IgE: Tpecka, nweHunua, cos, pyHAYK 21-966 1500.0




Ha3BaHune aHann3a Kon LleHa (R)
Cmecb nuuweBblx assiepreHoB fx28 (ImmunoCAP), IgE: KyH)XXyTHOe ceMs, KpeBeTKa, 21-967 1500.0
roBsignHa, KMBu

Cmechb nuuwesbix annepreHoB fx2 (ImmunoCAP), IgE: Tpecka, KpeBeTKa, CUHAA Mnaus, 21-959 1860.0
TyHeLl, JIOCOCb

Cmecb nuwesbix annepreHoB fx3 (ImmunoCAP), IgE: nweHnua, oBec, KyKypy3a, 21-960 1860.0
KYH)XXYTHOE ceMs, rpeymxa

CMecb nuuiesbix annepreHoB fx5 (ImmunoCAP), IgE: anyHbIn 6enok, MOIoKo, Tpecka, 21-668 1500.0
nweHnua, apaxmc, cos

Cmecb nuuweBblix annepreHos fx70 (ImmunoCAP), IgE: acTparoH, MmanopaH, TUMbSH, 21-968 1500.0
nobuctok

CMecb nuweBbix annepreHoB fx71 (ImmunoCAP), IgE: TMUH, MyCKaTHbIN opex, KapgaMoH, | 21-969 1500.0
reo3guka

CMecb nuuieBbix annepreHoB fx72 (ImmunoCAP), IgE: 6a3unuk, cemeHa eHxens, 21-970 1500.0
nMbUpb, aHUC

CmMechb nuuwesbix anneprenos fx73 (ImmunoCAP), IgE: cBuHuHa, roesgnHa, Kypuua 21-669 1500.0
CMmecbh nuueBbix annepreHos fx74 (ImmunoCAP), IgE: Tpecka, cenbib, Makpenb, 21-971 3030.0
kambana

CmMecb nuwesbix annepreHoB fx7 (ImmunoCAP), IgE: noMnaop, APOX>KKU, YECHOK, NYK, 21-934 1500.0
cenbagepen

CMmecb nuueBbix annepreHoB Ne 13 (IgE): 3eneHbin ropolek, 6enas ¢aconb, MOPKOBb, 21-546 1500.0
KapTodesnb

CMmecb nuueBbix annepreHoB Ne 13 (IgG): 3eneHbit ropowuek, 6enas ¢acosib, MOPKOBb, 21-588 1500.0
KapTogenb

Cmecb nuwesbix annepreHoB Ne 15 (1gG): anenscuH, 6aHaH, a610K0, Nepcuk 21-589 1500.0
CMecb nuuieBbix annepreHoB Ne 1 (IgE): apaxuc, MuHAanb, GyHAYK, KOKOC, Bpa3nnbckuin | 21-541 1500.0
opex

CMmecb nuueBbix annepreHoB Ne 1 (IgG): apaxuc, MuHaanb, GyHAYK, KOKoc, 6pasunbcknn | 21-583 1500.0
opex

CMecb nuwesbix annepreHoB Ne 24 (IgE): yHAYK, KpeBeTKK, Kneu, baHaH 21-548 1500.0
CMechb nuwesbix annepreHoB Ne 24 (1gG): yHAYK, KpeBETKMU, KMBU, BaHaH 21-590 1500.0
Cmecb nuueBblx ansiepreHoB Ne 25 (IgE): ceMeHa KyH)XXyTa, MeKapckue OpoX>Ku, YecHok, | 21-549 1500.0
cenbpepen

Cmecb nuueBblx annepreHoB Ne 25 (IgG): ceMeHa KyH)XyTa, NeKapCKkme OPOoX KN, YecHokK, | 21-591 1500.0
cenbaepen

CMecb nuweBbix annepreHoB Ne 26 (1gG): an4dHbIn 6en10K, MOMTOKO, apaxunc, ropymua 21-592 1500.0
CmMecb nuwesbix annepreHoB Ne 2 (IgE): Tpecka, TyHew, KpeBeTKM, JI0OCOCb, MUANN 21-542 1500.0




Ha3BaHune aHann3a Kon LleHa (R)
Cmecb nuueBblx aasiepreHoB Ne 2 (IgG): Tpecka, TyHeLl, KpeBeTKU, IOCOCb, MUONN 21-584 1500.0
Cmecb nuwesbix annepreHoB Ne 3 (IgG): nweHnYHasa MyKa, OBCSHaa Myka, KyKypy3Has 21-582 1500.0
MYKa, CeEMeHa KyHXyTa,

CmMecb nuwesbix annepreHoB Ne 50 (IgE): KmBM, maHro, 6aHaHbl, aHaHac 21-553 1500.0
Cmecb nuwesbix annepreHoB Ne 50 (IgG): kKneu, maHro, 6aHaHbl, aHaHac 21-595 1500.0
Cmecb nuwesbix annepreHoB Ne 51 (IgE): TomaThl, kKapTodesb, MOPKOBb, FOPOX, hacosb 21-554 1500.0
benas

Cmecb nuuweBbix aasiepreHoB Ne 51 (IgG): TomaTbl, KapTodesb, MOPKOBbL, YECHOK, 21-596 1500.0
ropymua

CMmecbh nuueBbix annepreHoB Ne 5 (IgE): anyHbin 6enok, KopoBbe MOJIOKO, Tpecka, 21-543 1500.0
MweHn4YHas MyKa, apaxuc, C

Cmecb nuwesbix annepreHoB Ne 5 (IgG): an4HbIN 6enoK, KOpOBbE MOJIOKO, Tpecka, 21-585 1500.0
nweHn4YHaa MyKa, apaxuc, ¢

Cmecb nuwesbix annepreHoB Ne 6 (IgE): puc, ceMeHa KyHXXyTa, NweHn4YHas Myka, 21-544 1500.0
rpevyHeBasi MyKa, coeBble 606

CMecb nuweBbix annepreHoB Ne 6 (IgG): puc, ceMmeHa KyHXyTa, NWeHNYHas MyKa, 21-586 1500.0
rpevyHeBas MykKa, coeBble 606

Cmecb nuwesbix annepreHoB Ne 73 (IgE): cBMHMHA, KYpMHOE MACO, roBAgMHA, MACO 21-555 1500.0
VHOENKN

CMecb nuuieBbix annepreHoB Ne 73 (IgG): CBUHWHa, KypuHoe Msico, roBsanHa, bapaHuHa 21-597 1500.0
CMmech nuueBbix annepreHoB Ne 7 (IgE): anyHbIn 610K, pUc, KOPOBLE MOJIOKO, apaxuc, 21-545 1500.0
nweHn4yHasa MykKa, CoeB

CMecb nuwesbix annepreHoB Ne 7 (IgG): an4HbIN 6en0K, puc, KOPOBbLE MOJIOKO, apaxuc, 21-587 1500.0
nMweHM4YHas MyKa, CoeB

Cmechb "npodeccrnoHanbHbix" annepreHoB Ne 1 (IgE): nepxoTb fowaan, nepxoTb KOPOBHI, 21-531 1500.0
nepo rycs, nepo Kypwu

CoBMeCTHOe onpegesieHne aHTUKEPATUHOBLIX aHTUTEN U aHTUNEPUHYKI€apHOro 13-080 3320.0
akTopa

Copep)xaHue yrneBsofoB B Kane 02-031 870.0
CokpalueHHoe MONeKysIpHO-reHeTn4YecKoe nuccnefgoBaHue LuuTosormyeckoro matepunane | 40-673 4660.0
wutomnaHon xenesbl (KRAS, NRAS, HRAS, BRAF)

CoMaTOTPOMHbIA FOPMOH 08-043 900.0
C-nenTupg B CyTOYHOM MoYe 06-134 720.0
C-nenTupg B CbIBOPOTKE 06-039 820.0
CnepMorpaMmma 02-008 2700.0




Ha3BaHune aHann3a Kon LleHa (R)
CnepMmorpamma ¢ MAR-TecToM (onpeneneHne Hannm4ms aHTUCMepPMasibHbIX aHTUTEN 02-050 6500.0
knacca IgA, IgG)

CnopTuBHbLIN. MOHUTOPUHI CreynasbHOro NUTaHus 40-606 3360.0
CnopTuBHbIN. OueHka 6anaHca MMKPO31IEMEHTOB N BUTAMMNHOB 40-607 10560.0
CnopTuBHbLIN. MNepen Ha4YanoM 3aHATUN B TPEHA)KEPHOM 3aJsie 40-603 10990.0
C-peakTuBHbIN 610K, KOIMYECTBEHHO (BbICOKOYYBCTBUTE/bHbLIA METOL) 06-050 650.0
C-peaKTuBHbI 6€/10K, KOJIMYECTBEHHO (MeToA C HOPMaJibHOW YYBCTBUTEIbHOCTbIO) 06-182 320.0
CteaToCKpUH 40-275 7000.0
CTepongHbii Npodunnb B C/toHe, BIXKX 08-160 6705.0
CTepounAHbii Npocthunsib B C/OHE (paclunpeHHbIn), BIXKX 40-675 13250.0
CTpoHUMI B BOJIOCAX 06-328 1050.0
CTpOHLMI B MOYe 06-327 1050.0
CTpOHUWMI B HOFTAX 06-329 1050.0
CTpoOHUWMI B CbIBOPOTKE 06-326 1050.0
Cy6bnonynsaunn B-numcountos (CD19+CD5+, CD19+CD5-, CD19+CD5-CD27+) 20-082 2915.0
CyMMapHble nMMyHOrnobynuHel A (IgA) B CbIBOPOTKE 08-009 485.0
CyMmMapHble uMMmyHornobynuHbl E (IgE) B cbiBopoTKke 08-017 785.0
CyMmmMmapHble nMMmyHornobynuHsbl E (IgE) B ceiBopoTke (ImmunoCAP) 21-738 2750.0
CyMMapHble uMMYyHornobynuHbl G (IgG) B CbIBOPOTKE 08-010 485.0
CyMMapHble MMMyHOrnobynuHel M (IgM) B cbiBOpOTKE 08-011 485.0
CynepokcmagaucmyTasa 06-262 3245.0
CypbMa B BOJiOCax 06-214 1050.0
CypbMa B Mo4e 06-129 1050.0
CypbMa B HOITAX 06-299 1050.0
CypbMa B CbIBOPOTKE 06-097 1050.0
Takpoaumyc 15-031 3260.0
Tannuin B Bosiocax 06-393 1050.0
Tannuin B Mo4e 06-392 1050.0
Tannuin B HOrTax 06-394 1050.0
Tannuin B CbIBOPOTKE 06-391 1050.0
TaHTan B BOJIOCAX 06-423 1050.0




Ha3BaHune aHann3a Kon LleHa (R)
TaHTan B Mo4e 06-422 1050.0
TaHTan B HOrTAX 06-424 1050.0
TaHTan B CbIBOPOTKE 06-421 1050.0
Tennyp B BosioCax 06-348 1050.0
Tennyp B Moye 06-347 1050.0
Tennyp B HOrTAX 06-349 1050.0
Tennyp B CbIBOPOTKE 06-346 1050.0
Tenbua NenHua 02-037 390.0
TeocpnnnnH 15-009 3425.0
TecTuKynsipHoOe HapylleHne crnepMaToreHesa 42-020 2900.0
TecToCcTepoH 08-117 720.0
TecToCTepoH B C/lOHEe 08-146 2395.0
TecTocTepoH cBo6OAHbIN 08-050 1465.0
TecToCcTepoH cBO6OAHLIN B C/tOHE, BIXKX 08-156 1895.0
TununpoBaHue HLA-B51 ana aunarHoctukm 6onesHn bexyerta 18-136 3715.0
TunnposaHue Influenza virus A (HIN1, H3N2) 09-171 2830.0
TunupoBaHMe reHOB FMMCTOCOBMeCcTMMOCTU Yenoseka (HLA) Il knacca: DRB1, DQA1, DQB1 | 18-087 10585.0
TunupoBaHme n KonnyecteseHHoe onpegenenne OHK rpnbos poga Candida (C. albicans, 09-159 870.0
C. glabrata, C. kruse

TunupoBaHmMe NapanpoTenHa B CbiIBOPOTKE KPOBU (C NOMOLLbIO UMMYHOpUKCaLNK C 13-124 4215.0
naHesiblo aHTUCLIBOPOTOK 1gG, Ig

TupeornobynuH 08-051 1060.0
TVpeoTpOonHbIN rOpMOH (TTT) 08-118 490.0
TupokcnH obwnn (T4) 08-115 700.0
TupokcnH ceobogHbIn (T4 cBoGOAHbIN) 08-116 690.0
TupokcnH ceobogHbIn (T4 cBoboaHbIN), BIXKX 08-168 3465.0
TuTaH B BOJIOCaxX 06-202 1050.0
TuTaH B Mo4e 06-126 1050.0
TuTaH B HOI'TAX 06-288 1050.0
TwTaH B CbIBOPOTKE 06-088 1050.0
TobpamnunH 15-042 3310.0
Tokcnyeckme MukpoanemeHTol (Cd, Hg, Pb) 06-231 3300.0




Ha3BaHune aHann3a Kon LleHa (R)
Tokcn4yeckme MUKpOo31IeMeHThbl U Tsxxenble meTannsl (Hg, Cd, As, Li, Pb, Al) 06-232 3940.0
TonunpamaT 15-006 3360.0
Topwuin B BosioCax 06-419 1050.0
Topuin B Moye 06-418 1050.0
Topui B HOrTSX 06-420 1050.0
Topui B CbIBOPOTKE 06-417 1050.0
TpaHcheppuH 06-040 780.0
Tpuranuepuibl 06-041 395.0
TpUROATUPOHUH 06Wwmi (T3) 08-113 720.0
TPUNOATUPOHMH peBepCunBHbLIN (T3 peBepcuBHbIN), BIXX 08-166 6685.0
TpunopTmnpoHuH ceobogHbin (T3 cBob6OAHbIN) 08-114 690.0
TpunopTmnpoHuH cesoboaHbin (T3 cBoboaHbIN), BOXKX 08-167 3465.0
TpuMmeTunamuH, TpumetTunammH-N-okcua, cootHoweHne TMA/TMAO B KpoBu 06-438 5495.0
TpumeTnnamuH, TpumeTnnammH-N-okcna, cooTHoweHne TMA/TMAO B Mmoye 06-439 5455.0
TpunTasa 08-134 3655.0
TpombunHoBOE BpeMs 03-010 500.0
TponoHuH | 06-076 1120.0
Tpogobnactmnyecknin beta-1-rnmkonpoTenH 08-136 665.0
YO ®-rnokypoHo3nn TpaHchepasa 1A1 (UGT1AL). BeisBneHne myTtauunn (TA)6/7 18-071 3690.0
(perynatopHasa obnacTb reHa)

YpaH B BOJsIOCaX 06-383 1050.0
YpaH B Mo4e 06-382 1050.0
YpaH B HOrTax 06-384 1050.0
YpaH B CbIBOPOTKE 06-381 1050.0
Ypeannasma, MMKonJasMma, onpejesieHve suga 40-448 4840.0
dagunaton (ImmunoCAP) 21-675 3505.0
®daguaton getckuit (ImmunoCAP) 21-676 2910.0
daKTop HEKpoO3a onyxonun-aibda (PHO-anbda) 20-001 2195.0
®daKTop cBepTbiBaeMOCTU KpoBu 13, cybbveanHuua Al (F13A1). BeissneHne mytaunm 18-025 1090.0
G103T (Val34Leu)

®DaKTop CBEPTLIBAEMOCTU KPOBU 2, NPpoTPoMbuH (F2). BeiseneHne myTaummn G20210A 18-031 1100.0

(perynatopHasa obnacTb reHa




Ha3BaHune aHann3a Kon LleHa (R)
®akTop cBepTbiBaeMoCcTn KpoBu 5 (F5). BeiasneHne mytaumm G1691A (Arg506Gin) 18-030 1100.0
®dakTop cBepTbiBAaeMoCcTn Kposu 7 (F7). BeissneHune myTtauum G10976A (Arg353GIn) 18-026 1465.0
DaKTopbl pucka Taxkesnoro TedyeHns COVID-19 n gpyrux OPBU 40-654 4010.0
demodnop - 16 [pean-Tanm MLP] 09-116 3700.0
demodnop - 8 [pean- Tanm MLP] 09-117 2450.0
demodnop CkpuH [pean-tanm MLUP] 40-526 3160.0
®deHobapbuTtan 15-004 3420.0
deHoTUNUpoBaHme anbda-1-aHTUTPUNCUHA C MOMOLLbIO N303/1eKTpodoKycuposaHusa PIM, | 13-125 2800.0
PiZ, PiS n npyrue annenb

deHoTUNMpPOBaHMe NMMAGOLNTOB (0OCHOBHbIe cybnonynsuun) - CD3, CD4, CD8, CD19, 20-077 4840.0
CD56

DeppUTUH 06-042 750.0
dunbpurHoreH 03-011 490.0
dunbpuHoreH, 6eta-nonnnentug (FGB). BoisBneHune myTtauum G(-455)A (perynatopHas 18-023 1210.0
obnacTte reHa)

Ddunbpo/AkTuTeCT 40-273 11000.0
dunbpoMakc 40-274 13000.0
dnekanHug 15-023 3425.0
®JIOPOLIEHO3 - koMnJiekCcHoe nccnenosaHue 09-197 4250.0
®JIOPOLUEHO3 - komnnekcHoe nccnenosaHue (Bkatovaet NCMT) 09-196 4710.0
dnopoueHo3 mukonnasmbl, AHK konndecTBeHHO [pean-Tanm MLP] 09-174 925.0
dnyokKceTuH 15-026 3425.0
DONANKYNOCTUMYANPYIOLWMA FOPMOH (PCT) 08-119 750.0
doctaTaza kucnas obwas 06-180 410.0
®docdaTasa wenovHas obuas 06-045 340.0
docop B BoNoCax 06-282 1050.0
docdop B HOrTAX 06-283 1050.0
doccop B CYTOHHON MoYye 06-056 390.0
®docdop B CbIBOPOTKE 06-046 390.0
doToCKaHMpoBaHUe (M3roToBsieHUE LMhPOBON KONMMKU NpernapaTa BbICOKOro 12-058 2515.0
paspeLleHmns)

doTOCKaHMpOBaHME (U3roToBsIEHNE LNGPOBOM KON NpenapaTa BbICOKOro 12-279 1008.0

paspeLweHuns) C NnpenocTaBAeHNEM O0CTY




Ha3BaHune aHann3a Kon LleHa (R)
doTodukcauma (MnncTpaumsa 3aknnyeHns n3obparkeHMem rmcToNorn4eckoro 12-057 3300.0
npenapaTa)

OparmeHTbl unTokepaTnHa 19 CYFRA 21-1 08-008 1505.0
dpyKTO3aMUNH 06-047 950.0
DYHKLMA MOoYeK (CKPUHWUHT) 41-006 1000.0
XUHNAVH 15-043 3310.0
Xnop B BosOCax 06-415 1050.0
Xnop B HOIrTAX 06-416 1050.0
X7op B CYTO4YHOM MoYe 06-069 380.0
XJ10p B CbIBOPOTKE 06-066 380.0
Xonectepon - JInnonpoTenHbl BbICOKOW NaoTHOCcTK (JITBI) 06-028 420.0
Xonectepon - JinnonpoTenHsl HA3KOM NAoTHOCTK (JIMTHI) 06-029 370.0
Xonectepon obLmin 06-048 360.0
XonnHacTepasa B CbiIBOPOTKE 06-049 460.0
Xpom B BoJlIOCax 06-203 1050.0
Xpom B Mo4e 06-127 1050.0
XpoOM B HOITSAX 06-290 1050.0
XpoM B CbIBOPOTKE 06-089 1050.0
XpoMorpaHuH A 08-141 5575.0
XpoHun4ecknn mmenonenkos. FISH aHanns xumepHoro reHa BCR/ABL 18-093 10840.0
Llesnn B Bonocax 06-352 1050.0
Lle3nin B moye 06-351 1050.0
Lle3nn B HOrTax 06-353 1050.0
Lle3nin B cbiIBOpOTKE 06-350 1050.0
Llennakus. PaclumpeHHoe ceponornyeckoe obcnenoBaHmne 13-079 7790.0
Lennakunsa. CKpUHUHT (B3poC/ble 1 AeTun cTaplie 2 neT) 13-078 1750.0
Lennakusa. CKpUHUHI (0eTn 8o 2 neT) 13-070 4730.0
Uennakuna. CKpUHUHI Npy ceneKTUBHOM geduunte IgA 40-156 2910.0
Llepynonna3mumH 06-080 780.0
LinknocrnopwuH 15-032 2785.0
LMK, cogepxalime aHTUreHbl ONMCTOPXOB 07-187 5900.0




Ha3BaHune aHann3a Kon LleHa (R)
LnHK B BOJN1IOCaxX 06-209 1050.0
LIMHK B Moye 06-135 1050.0
LIMHK B HOrTAX 06-295 1050.0
LUnHK B CbIBOPOTKE 06-082 1160.0
LlnpkoHMin B BOSIOCax 06-332 1050.0
LUnpKoHui B Mo4ye 06-331 1050.0
LIMpKOHWI B HOITAX 06-333 1050.0
LnpKOHWI B CbIBOPOTKE 06-330 1050.0
Unpkynupytowme nMMyHHble KoMniekcbl (LINK) 20-024 370.0
UnctatmH C 06-263 1360.0
LunTanonpam 15-020 3260.0
LinTonornyeckoe nccaenoBaHme acnmpaTa U3 NoJsoCTU MaTKuU 12-043 990.0
LnTonornyeckoe nccaenosaHne BblAeNIeHNA U3 MOJIOYHONM Xenes3bl 12-047 980.0
LinTonornyeckoe nccaenoBaHme ropMoHanbLHOro oHa (Npu yrpose npepbiBaHns 12-003 1100.0
6epeMeHHOCTH, HapYLIEeHNSAX LMKIa

LinTonornyeckoe nccnepoBaHne Maska (cockoba) ¢ kynosia Bnaraauwa (npw otcytcteum | 12-014 1130.0
LWenKn MaTKn)

LUnTonornyeckoe nccnefoBaHne MaskoB (COCKOBOB) C MOBEPXHOCTM LWWENKN MAaTKK 12-050 1630.0
(Hapy>XHOro MaTO4YHOr o 3€eBa) u

LnTonornyeckoe nccnenoBaHne MaskoB (COCKObB0OB) C MOBEPXHOCTU LUENKN MaTKK 12-001 1125.0
(Hapy>XHOro MaToO4YHOro 3eBa) u

LnTonornyeckoe nccnepoBaHne MaskoB (COCKOBOB) C MOBEPXHOCTM LWWENKN MaTKK 12-048 1510.0
(Hapy>XHOro MaTO4YHOr o 3eBa) n

LinTonornyeckoe nccnenosaHne matepuana, nojlyd4eHHoOro rnpu onepaTuBHOM 12-005 980.0
BMeLLaTesIbCTBe

LlmTonorn4yeckoe nccrengoBaHne matepuasa, NoJy4eHHOro npm sH40CKoONNn 12-012 980.0
LUnTtonormnyeckoe nccnengoBaHne Mo4yu 12-011 1030.0
LnTonornyeckoe nccnefoBaHne oTne4aTKOB C BHYTPUMATOYHON cnvpanmn 12-044 1010.0
LnTonornyeckoe nccnepoBaHne nyHKTaToOB MOJIOYHOW »Kene3bl 12-045 980.0
LUnTonornyeckoe nccnefoBaHne NnyHKTaToB, COCKOOBOB ApYyr1X OpraHOB U TKaHen 12-006 1020.0
UmTonoruyeckoe nccrenoBaHne cockoboB MOJIOYHON »Kene3bl 12-046 965.0
LnToxpom P450 2C19. l'eHoTunmnpoBaHue no mapkepy CYP2C19 (C(-806)T;*17) 18-145 970.0
LinToxpom P450 2C19. Nl'eHoTunmpoBaHue no Mmapkepy CYP2C19 (G636A; *3) 18-144 970.0




Ha3BaHune aHann3a Kon LleHa (R)
LUntoxpom P450, cemencTBo 2, cybcemeincTtso C, nonmnenTtuna 9 (CYP2C9). BbisiBneHune 18-006 1200.0
myTauum A1075C

UnTtoxpom P450, cemencTtso 2, cybcemericteo C, nonunentug 9 (CYP2C9). BuissneHune 18-018 1070.0
myTauun C430T

3Beponmmyc 15-033 3515.0
JK3ema 40-443 10630.0
2kcnpecc-aHanms Ha COVID-19 + cnpaBka Ha 16 a3blkax 09-186 1690.0
3nacTasa B CbIBOPOTKE 06-137 8675.0
dnekTpocopes 6eNKOB MOYYM C onpeaesieHMeM TuMna NPpoTeENnHypumn 13-123 1780.0
dnekTpodopes remorsaobuHa oA AMarHoCTUKK remornobnHonaTmin 13-165 3640.0
dnekTpodopes NNNNAHLIX hpaKLMii C TUNUPOBAHNEM TMNEPANNNLEMUIA 13-164 5575.0
AnekTpodopes NMNMAoB C pacyeToM TpUranuepuaos 13-162 3235.0
dnekTpogopes NMNULAOB C pacHeToM XoJsiecTepuHa 13-163 3575.0
SJIN-ADC-XIY TecT (aHTUDOCHOANANLHBIN CUHAPOM, aHTU-XIY CMHAPOM, 6 aHTUIreHOoB) 13-152 3590.0
2JIN-B-6-TecT (0bLiee COCTOSIHNE UMMYHHOW CUCTEMbI, MOAr0TOBKA K BakUuHauum, 6 13-153 3515.0
aHTUIeHOoB)

3JIN-Bucuepo-TecT-24 (aHTUTeNa K 24 aHTUreHaM OCHOBHbIX OPraHOB N CUCTEM 13-150 8040.0
YyesioBeka)

JHOoTeNManbHasa CMHTa3a okcmaa a3oTa (NOS3). BuisneHune myTtauunm G894T 18-032 1210.0
(Glu298Asp)

JHAoTeNnnanbHasa CMHTa3a okcmnaa asota (NOS3). BeigssneHmne mytauum T(-786)C 18-033 1175.0
(perynatopHasa obnacTb reHa)

dHTepobunos (meTton PabnHoBmYa) 02-013 490.0
303UHOMUIIbHBIN KaTNOHHbLIN 6enok (ECP) 08-182 1100.0
303UHOMUIBHBIN KaTNOHHbLIN 6enok (ECP), ImmunoCAP 08-094 2790.0
AMNP-TecT (uccnenoBaHMe TPAHCMOPTHLIX CBONCTB aibbyMnHa MeTo40M 3/1EKTPOHHOI0O 08-143 18720.0
napamMarHUTHOIro pe3oHaHca)

IMP-TeCT pacWmMpeHHbI (MccnenoBaHMe TPAHCMNOPTHLIX CBONCTB aJibbyMnHa MeTonoM 40-651 13000.0
3/1IEKTPOHHOI0 NapaMarHUTHOrO pe3oHaHca)

SpUTPONO3TUH 03-013 1650.0
cTpaavon 08-120 730.0
AcTpaamnon ceoboaHbIN B cntoHe, BIXKX 08-159 1855.0
3cTpuron cBoboaHbIN 08-056 895.0
DCTporeHbl B KpoBu (3 nNokasaTens) 08-164 3190.0




Ha3BaHune aHanmn3a Kon LleHa (R)
3CTpoOreHbl U UX MeTaboInTbl, pacyeT COOTHOLLIEHUI, nperHaHnanon (10 nokasaTtenen) 08-148 8130.0
3CTpOreHbl N NporectareHsl (4 nokasartens) 08-147 8360.0
3cumTanonpam 15-018 3425.0
I PeKTNBHOCTL NeveHns npenapatamm PEG-nHTepdepoH n PnbasmnpuH 42-028 3120.0




